
 

S1 Fig. Expression levels of candidate reference genes and interaction map of appetite-

regulating genes. (A) Raw Cq values representing the expression levels of candidate reference 

genes in zebrafish gut. The middle line and error bars denote the median and standard errors, 

respectively, and boxes indicate the 25/75 percentiles. (B) An interaction map predicting 

potential molecular connections between appetite-regulating genes showing differential 

expression between lepr mutant and wild type zebrafish (the map is created by a zebrafish 

protein interactome tool; STRING v10, http://string-db.org/). 
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