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S2. Variables adjustment
A. Any multimorbidity versus controls

B. Surrogate variables in other contrasts

Residuals
Min -0.16
1Q -0.025
Median -0.0011
3Q 0.030
Max 0.099

Residual standard error
0.043 on 549 degrees of freedom
Multiple R-squared: 0.0016
Adjusted R-squared: -0.0056
F-statistic: 0.022 on 4 and 549 DF
0-value: 0.92

ComBat SVA

asthma multimorbidity  0
dermatitis multimorbidity  0
rhinitis multimorbidity  0
asthma alone    0
dermatitis alone   1
rhinitis alone    10
A+D+R    0
any multimorbidity in adolescents 0
any multimorbidity in children 1

p-value: 0.95
dermatitis alone any multimorbidity in childrenrhinitis alone

sv1: 0.92   sv2: 0.61   sv3: 0.48   sv4: 0.61
sv5: 0.97   sv6: 0.79   sv7: 0.97   sv8: 0.30
sv9: 0.83   sv10: 0.93

p-value: 0.95

sv2 sv3 sv8

Number of surrogate variables
found after ComBat adjustment p-values
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D. Co-expressed genes in paleturquoise module

A. Correlation of modules with allergic phenotypes
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B. Visualization of eigengene network
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S10.1. Weighted Gene Co-expression Network Analysis



A. Correlation of modules with allergic phenotypes

B. Visualization of eigengene network

S10.2. Weighted Gene Co-expression Network Analysis
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