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S2. Variables adjustment
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S3. Circos plot of 50 DEGs
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S4.1. DEGs in multimorbidities
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S4.2. DEGs 1n single diseases

A. Asthma alone
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S5. Fold change variation

log2(fold change)
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S6. RT-qPCR validation
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S7.1. Replication in any multimorbidity
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S7.2. Replication in rhinitis alone
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S7.3. Replication in asthma alone
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S8. Gene Ontology in any multimorbidit

MULTIMORBIDITY - Gene Ontology ... Biological Process

MULTIMORBIDITY - Gene Ontology ... Cellular Component
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S9. Disease Ontology in any multimorbidity

A. Semantical similarity of disease terms B. Number of query genes in each terms and significance
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C. Network of gene-disease relation gestational diabetes
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S10.1. Weighted Gene Co-expression Network Analysis

A. Correlation of modules with allergic phenotypes
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B. Visualization of eigengene network
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D. Co-expressed genes in paleturquoise module
cor=0.79, p=4.2e-19

cLe
0.16 9
LOC10192$)79 FRRS1
IL1RL1 L5RA
TTC7B IL1RL1
HRH4
AC108051.2, ACSM3 PIK3R6
RAB44 SEmA7A—ALOX1sP1— \ SLC29AT CYSLTR2

012 LOC101927780 ACSM3“EMR1 NALoxqs TMR4P
> BACE2-IT1 SYNEfM_  BACE2 DACH1 UGT2B1LGALS12 i
e
= GPR34
S5 BACE2 ~ AC0159712 C10or{128 SMPD3 s0mp  SIGLECS
2 OLIG1  HRASLS5-IDOT
,5 CD24 cD9 GPR82 “~RAB44 /\CAT TEC
E CD101 LOC285812 PoRY2 CCR3 P2RY2 ADORA3
= 0081 GSTM4 LOC10162778Q  cpg  VSTM!
g GSTMF:NASEZ KSR1 GFOD1 PTGDR2

: GS1-42113.2
8 HEST MYB CTD-2154111.2
GS1-42113.4
GSTM2 DACH1
0.04 1
GSTM1
IL3RA BLM
IL3RA
RNASE3
0.4 0.6 0.8

MM.paleturquoise




S10.2. Weighted Gene Co-expression Network Analysis

A. Correlation of modules with allergic phenotypes
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B. Visualization of eigengene network
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