Supplementary Table 3. Sequencing and alignment of wzm-wzf from Revl, RevlAwzm, RevlAwzt and RevlAwzmAwzt

Strain Sequence (5" —3’) bp
Revl GTGAGACGATTTCGTATGATATCGTATATGGCTAATGTCTGGAAGGTACGCCACTTCTGGTGGCACCTTTCAATGTCTGATTTACGTGGGCGCTTCAGGCGGTCCTCLTTGGGAATATTA 120
RevlAwzm GTGAGACGATTTCGTATGATATCGTATATGGCTAATGTCTGGAAGGTACGLCACTTCTGGTGGCACCTTTCAATGTCTGATTTACGTGGGCGCT 94
Rev1Awzt GTGAGACGATTTCGTATGATATCGTATATGGCTAATGTCTGGAAGGTACGCCACTTCTGGTGGCACCTTTCAATGTCTGATTTACGTGGGCGCTTCAGGCGGTCCTCLTTGGGAATATTA 120
RevlAwzmAwzt GTGAGACGATTTCGTATGATATCGTATATGGCTAATGTCTGGAAGGTACGCCACTTCTGGTGGCACCTTTCAATGTCTGATTTACGTGGGLGCT 94
Revl TGGGCAGTTATACAGCCACTAGCGCTCACGCTGLTACTGTCTTTCGTGTTTITCTAAATTGTTGAATCAAAGTATATCTGCATATGCCCCCTATATTCTATCTGGGATTATTATCTGGGAA 240
RevlAwzm 95
Rev1Awzt TGGGCAGTTATACAGCCACTAGCGCTCACGCTGLTACTGTCTTTCGTGTTTITCTAAATTGTTGAATCAAAGTATATCTGCATATGCCCCCTATATTCTATCTGGGATTATTATCTGGGAA 240
RevlAwzmAwzt 95
Revl TACATATCATTTACAGTGGTTGGTGGCTCAACAGCGCTTGTGCAAGCCGATGCATATATAAAGCAAACCAGAAATCCTCTTGCAATTTACACGCTTAGGAACACTGTTTCTGGLTTGGTC 360
RevlAwzm 95
Rev1Awzt TACATATCATTTACAGTGGTTGGTGGCTCAACAGCGCTTGTGCAAGCCGATGCATATATAAAGCAAACCAGAAATCCTCTTGCAATTTACACGCTTAGGAACACTGTTTCTGGLTTGGTC 360
RevlAwzmAwzt 95
Revl GTATTATCCGTAGCAAGTATCTCCCTATTCGGGTGGGTACTTATCATGTTTCCTGAAAACTTCTCGCTTTCATGGTTAGCAATACCAACTTTGCTACCCATCCTTGCTTTGATAGTTTGG 480
RevlAwzm 95
Rev1Awzt GTATTATCCGTAGCAAGTATCTCCCTATTCGGGTGGGTACTTATCATGTTTCCTGAAAACTTCTCGCTTTCATGGTTAGCAATACCAACTTTGCTACCCATCCTTGCTTTGATAGTTTGG 480
RevlAwzmAwzt 95
Revl CCGCTTGCCACAATCGTCGGCTACATCGGLGCAAGATTTCGAGATCTGCCGAATGCTCTGGCGLTCGTGTTACAGGCAGCTTGGTTTGTTTCGCLGGTCTATTTTAAAGAATCGATGTTC 600
RevlAwzm 95
RevlAwzt CCGCTTGCCACAATCGTCGGCTACATCGGLGCAAGATTTCGAGATCTGLCGAATGCTCTGGCGLTCGTGTTACAGGCAGCTTGGTTTGTTTCGCCGGTCTATTTTAAAGAATCGATGTTC 600
RevlAwzmAwzt 95
Revl AGGCAGGGTGGATTGAATGCATTCGTTGATTATAACCCTATTTACCACGTGATGCAGATTCTAAGAGCCCCTGTCCTTTATGGGGAATGGCCTACGGCTACCAATTACATTTGGTGLTTA 720
RevlAwzm 95
RevlAwzt AGGCAGGGTGGATTGAATGCATTCGTTGATTATAACCCTATTTACCACGTGATGCAGATTCTAAGAGCCCCTGTCCTTTATGGGGAATGGCCTACGGCTACCAATTACATTTGGTGLTTA 720
RevlAwzmAwzt 95
Revl GGTGTGAGCCTCCTCCTAACCTGCGTGGCAGTAGLTGTGGGGATGCGTGCGGAGAAGAGAGLCATTTTTITACCTATGATCCAGCCATCGATTACCCTGTCAAATGTTCATCTGCACTALG 840
RevlAwzm TAACCTGCGTGGCAGTAGCTGTGGGGATGLGTGCGRAGAAGAGAGCCATTTTTTACCTATGATCCAGCCATCGATTACCCTGTCAAATGTTCATCTGCACTALG 198
RevlAwzt GGTGTGAGCCTCCTCCTAACCTGCGTGGCAGTAGCTGTGGGGATGCGTGLGGAGAAGAGAGCCATTTTTTACCTATGATCCAGCCATCGATTACCCTGTCAAATGTTCATCTGCACTACG 840
RevlAwzmAwzt TAACCTGCGTGGCAGTAGCTGTGGGGATGLGTGCGGAGAAGAGAGCCATTTTTTACCTATGATCCAGCCATCGATTACCCTGTCAAATGTTCATCTGCACTACG 198
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CTGCATCAGCGTTCAAAGAACGCTCAGTCAAAACTCTAGTAAACGCCTTATTGAGTATGCGGCGCAGCGCAGGAGCAAACATTGAAGACATCCATGCCCTAAAGGGTATTTCTGTAGATA
CTGCATCAGCGTTCAAAGAACGCTCAGTCAAAACTCTAGTAAACGCCTTATTGAGTATGCGGCGCAGCGCAGGAGCAAACATTGAAGACATCCATGCCCTAAAGGGTATTTCTGTAGATA
CTGCATCAGCGTTCAAAGAACGCTCAGTCAAAACTCTAGTAAACGCCTTATTGAGTATGCGGCGCAGCGCAGGAGCAAACATTGAAGACATCCATGCCCTAAAGGGTATTTCTGTAGATA
CTGCATCAGCGTTCAAAGAACGCTCAGTCAAAACTCTAGTAAACGCCTTATTGAGTATGCGGCGCAGCGCAGGAGCAAACATTGAAGACATCCATGCCCTAAAGGGTATTTCTGTAGATA

TAGCGCGGGGCGAACGCGTTGCCCTGATAGGTCACAACGGGGCTGGCAAAAGTACGTTCTTGAAAACTATAGCCGGTCTCTACCCTATATCATCTGGGACATTAAAAGTGACGGGTACCG
TAGCGCGGGGCGAACGCGTTGCCCTGATAGGTCACAACGGGGCTGGCAAAAGTACGTTCTTGAAAACTATAGCCGGTCTCTACCCTATATCATCTGGGACATTAAAAGTGACGGGTACCG
TAGCGCGGGGLGAACGLGTTGCCCTGATAGGTCACA
TAGCGCGGGGLGAACGLGTTGCCCTGATAGGTCACA

TAAGATCCCTGTTCGATATTGGTCTTGGGTTTGAGCCTGATGCAACTGGCCGTGAGAATATTCTTTACCGTGGGTTGCTTCTCGGACTAACGCCACGTTTCATGCGAGAGATCGAGGATG
TAAGATCCCTGTTCGATATTGGTCTTGGGTTTGAGCCTGATGCAACTGGCCGTGAGAATATTCTTTACCGTGGGTTGCTTCTCGGACTAACGCCACGTTTCATGCGAGAGATCGAGGATG

AGATCATCGAGTTCGCGGATCTCGGCGATTTTATCGATTATCCAATCAAAACTTATTCTGCCGGCATGCAAGTTCGGCTCGLCTTCGCGATTTCGACAGCAGTCGACGGLGACATACTCC
AGATCATCGAGTTCGCGGATCTCGGCGATTTTATCGATTATCCAATCAAAACTTATTCTGCCGGCATGCAAGTTCGGCTCGLCTTCGCGATTTCGACAGCAGTCGACGGLGACATACTCC

TTCTAGACGAAGTTATAGGTGCAGGTGATGCGGLATTCATGACTAAGGCGAAGGCCCGCATAATGAATATGGTCGAGAAGGCTGAGATAATGGTTCTAGCAAGCCATGACCTTGCGAALG
TTCTAGACGAAGTTATAGGTGCAGGTGATGCGGLATTCATGACTAAGGCGAAGGCCCGLATAATGAATATGGTCGAGAAGGCTGAGATAATGGTTCTAGCAAGCCATGACCTTGCGAALG
CAAGCCATGACCTTGCGAACG
CAAGCCATGACCTTGCGAACG

TCCGTCAGCTTTGCACACGAGCATTGGTTTTCAAAGCCGGCACAATTGCATTTGATGGCAGGGTAGAAGACGCGATTTCCTTCTATAACTCGGGAATGGGAGCTATAGCATGA
TCCGTCAGCTTTGCACACGAGCATTGGTTTTCAAAGCCGGCACAATTGCATTTGATGGCAGGGTAGAAGACGCGATTTCCTTCTATAACTCGGGAATGGGAGCTTTAACATGA
TCCGTCAGCTTTGCACACGAGCATTGGTTTTCAAAGCCGGCACAATTGCATTTGATGGCAGGGTAGAAGACGCGATTTCCTTCTATAACTCGGGAATGGGAGCTATAGCATGA
TCCGTCAGCTTTGCACACGAGCATTGGTTTTCAAAGCCGGCACAATTGCATTTGATGGCAGGGTAGAAGACGCGATTTCCTTCTATAACTCGGGAATGGGAGCTATAGCATGA
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Sequencing was performed with F7 wzm and R7 wzt pair of primers; ATG start and TGA stop codons are underlined.



