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immune system process <
immune response =

defense response -

cell activation -

leukocyte activation 4
myeloid leukocyte activation 4
inflammatory response =

leukocyte activation involved in immune response 4

cell activation involved in immune response -
leukocyte degranulation

myeloid leukocyte mediated immunity
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signaling receptor binding -
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tumor necrosis factor-activated receptor activity -
death receptor activity <
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GO enrichment analysis of up-regulated DEGs between geriatric and adults.
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condensed chromosome o
kinetochore 4

chromosome -

chromosomal region -
chromosome, centromeric region -
chromosome segregation 4
chromosome organization -
nuclear division 4

nuclear chromosome segregation -
meiotic cell cycle

cell cycle process -

male meiotic nuclear division 4
meiotic cell cycle process 4

meiotic nuclear division 4

Ontology
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‘ B wolecular function
organelle fission -

cell cycle o

mitotic sister chromatid segregation 4
DNA metabolic process 4

regulation of cellular process -
chromosome organization involved in meiotic cell cycle 4
meiotic chromosome segregation -
centromere complex assembly -
mitotic cell cycle process 4

molecular adaptor activity 5
transcription regulator activity -
protein kinase binding 4

cytoskeletal protein binding -

DNA~binding transcription factor activity 4
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GO enrichment analysis of down-regulated DEGs between geriatric and adults.
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chromosomal region 4

condensed chromosome 4

chromosome, centromeric region -

condensed chromosome, centromeric region <
kinetochore 4

DNA replication -

chromosome segregation -

regulation of DNA recombination 4

DNA replication-independent nucleosome assembly <

mitotic cell cycle process -

DNA replication-independent nucl organization -

cell cycle process 4

centromere complex assembly

DNA recombination -

mitotic cell cycle 4

DNA-dependent DNA replication -

negative regulation of mitotic nuclear division 4

negative regulation of nuclear division -

double-strand break repair via homologous recombination -
nuclear division 4

recombinational repair -

DNA confermation change 4

DNA metabalic process 4

nuclear chromosome segregation -

cellular response to DNA damage stimulus -

ATP-dependent microtubule motor activity, plus—end-directed -
obsolete transcription factor activity, RNA polymerase |l transeription factor binding -
ATP-dependent microtubule motor activity -

ATPase

voltage-gated sodium channel activity
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GO enrichment analysis of up-regulated DEGs between adults and juveniles.
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cell periphery -

plasma membrane -

obsolete plasma membrane part 4

intrinsic component of plasma membrane
stereocilium -

multicellular organism development

multicellular organismal process -

systemn development <

animal organ development <

anatomical structure morphogenesis

signaling -

tube development -

anatomical structure development -

cell communication -

regulation of multicellular organismal process <
tube morphogenesis -

cell adhesion <

regulation of anatomical structure morphogenesis <
anatomical structure formation involved in morphogenesis -
biological adhesion 4

developmental process -

cell differentiation

regulation of cellular process -

signal transduction

hematopoietic or lympheid organ development
sequence-specific DNA binding -

cell-cell adhesion mediator activity

cell adhesion mediator activity

RMNA polymerase |l transcription regulatory region sequence-specific DNA binding 1

transeription regulatory region nucleic acid binding 5
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GO enrichment analysis of down-regulated DEGs between adults and juveniles.
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KEGG enrichment analysis of up-regulated DEGs between geriatric and adults.
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KEGG enrichment analysis of down-regulated DEGs between geriatric and adults.
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KEGG enrichment analysis of up-regulated DEGs between adults and juveniles.
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KEGG enrichment analysis of down-regulated DEGs between adults and juveniles
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protein-protein interaction analysis of 33 immune-related DEGs that were

common in the two comparisons,
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P-values frequency distribution of DEGs between geriatric and adults.
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