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Protein processing in endoplasmic reticulum
Ribosome biogenesis in eukaryotes

Phagosome

Peroxisome

Glycolysis / Gluconeogenesis

Glyoxylate and dicarboxylate metabolism
Pyruvate metabolism

Starch and sucrose metabolism

Cysteine and methionine metabolism

Carbon fixation in photosynthetic organisms
Citrate cycle (TCA cycle)

Valine, leucine and isoleucine degradation
Glycine, serine and threonine metabolism
Arginine and proline metabolism
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Photosynthesis

Biosynthesis of unsaturated fatty acids
AGE-RAGE signaling pathway in diabetic complicati
Porphyrin and chlorophyll metabolism
Tryptophan metabolism

Pentose phosphate pathway
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Fatty acid biosynthesis
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Photosynthesis - antenna proteins
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Pantothenate and CoA biosynthesis

Fatty acid elongation
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Circadian rhythm - plant
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One carbon pool by folate
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D-Glutamine and D-glutamate metabolism
Aflatoxin biosynthesis
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map0301 Ribosome

map0401 MAPK signaling pathway - plant
map0062 Pyruvate metabolism
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228 5134 657 19648 0.00
91 5134 283 19648 0.01
95 5134 281 19648 0.00

101 5134 271 19648 0.00
81 5134 262 19648 0.05
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map0301 Ribosome
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Pathway Pathway S gene TS gene B gene TB gene pvalue
map0301 Ribosom 36 61 657 19648 0.00
map0019 Oxidati 14 61 271 19648 0.00
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