Supplementary figure S4
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Figure S4. Associations of dCRT recurrence with oncogenic driver mutations.
(A, B) Kaplan-Meier estimates of (A) PFS and (B) OS in the full analysis set comparing patients with
and without oncogenic driver mutations. (C, D) Kaplan-Meier estimates of (C) PFS and (D) OS in the

full analysis set comparing patients with and without FGFR mutations.



