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MQAKAPMYPNEPFLVFWNAPTTQCRMRYKVDLDLKTFHIVTNANDSLSGSAVTIFYPNHL
MQAKAPMY NEPFLVFWNAPTTQCR+RYKVDLDLKTFHIV+NANDSLSGSAVTIFYPNHL
MQAKAPMYRNEPFLVFWNAPTTQCRLRYKVDLDLKTFHIVSNANDSLSGSAVTIFYPNHL

GVYPHIDDRGHFFHGIIPONESLTKHLDKSKSDINRIIPLNTFHGLGVIDWENWRPQWDR
GVYPHIDDRGHFFHGIIPONESLTKHL+KSKSDINRIIPL FHGLGVIDWENWRPQWDR
GVYPHIDDRGHFFHGIIPONESLTKHLNKSKSDINRIIPLKAFHGLGVIDWENWRPQWDR

NWGSKNVYRNRSIQFAKVLHPQLSEDKIRRLAKKQYEKAAKSFMRDTLLLAEEMRPNGYW
NWGSKNVYRNRSIQFA+ LHP+LSEDKIRRLAKK+YEKAAKSFMRDTLLLAEEMRP+GYW
NWGSKNVYRNRSIQFARDLHPELSEDKIRRLAKKEYEKAAKSFMRDTLLLAEEMRPDGYW

GYYLYPDCONYDYKTKGDQYTGKCPEIEMSRNDQLLWLWRDSTALFPNVYLEITILRSSEN
GYYLYPDCONYDYKTKGDQYTGKCPEIEMSRNDQLLWLWRDSTALFPNVYLEITILRSS+N
GYYLYPDCONYDYKTKGDQYTGKCPEIEMSRNDQLLWLWRDSTALFPNVYLEITILRSSDN

ALKFVHHRLKESMRIASMAREDYALPVFAYARPFYAYTFEPLTQ
ALKFVHHRLKE+MRIASMAREDYALPVFAYARPFYAYTFEPLTQ
ALKFVHHRLKEAMRIASMAREDYALPVFAYARPFYAYTFEPLTQ

Figure S2. Pairwise alignment of hyaluronidase-1 proteins.
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