Table S4. Result of annotation process reported from MAKER .

Measurement Value
Number of genes 19691
Number of mMRNAs 19772
Number of exons 72598
Number of introns 52826
Number of CDS 19772
Overlapping genes 33
Contained genes 10
Total gene length 87768215
Total mRNA length 87927865
Total exon length 14851466
Total intron length 73182051
Total CDS length 14038365
Shortest gene 3
Shortest mMRNA 3
Shortest exon 1
Shortest intron 20
Shortest CDS 3
Longest gene 67598
Longest mMRNA 67598
Longest exon 11561
Longest intron 17203
Longest CDS 13350
mean gene length 4457
mean mRNA length 4447
mean exon length 205
mean intron length 1385
mean CDS length 710
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