Table S1. All primers used in this study

A. Primer sequences used in qRT-PCR analysis

SNHGS-F CAGTTTGGTTGCTGGTTAATT
SNHGS8-R CCGGCACCCTCTAGGTTTTT
MAFB-F TCAAGTTCGACGTGAAGAAGG
MAFB-R GTTCATCTGCTGGTAGTTGCT
SOX9-F GCTCTGGAGACTTCTGAACGA
SOX9-R CCGTTCTTCACCGACTTCCT
EPCAM-F GTGCTGGTGTGTGAACACTG
EPCAM-R GAAGTGCAGTCCGCAAACTT
KRTS-F GGCGAGGAATGCAGACTCAG
KRTS5-R GTAGCTTCCACTGCTACCTCC
KRTS8-F GAGCTCTCCTCACCAAGAAGCAG
KRTS8-R CCTTGTAGGACTTCTGGGTCAC
KRT80-F TGTGACCAGAGCAACCAGAG
KRT80-R GCTGTCCCATCCTGAGGTTC
KRTI10-F ATGTCTGTTCGATACAGCTCAAG
KRT10-R CTCCACCAAGGGAGCCTTTG
KRT13-F GATTGGTTTCCCTTCCTCAGC
KRT13-R GGACGCCAGGCAGATTTAAG
KRT14-F CCAGTTCTCCTCTGGATCGC
KRT14-R TCCAGTGGGATCTGTGTCCA
KRT16-F ATTCTTCCCGCGAGGTCTTC
KRT16-R GGCAGCTCAGTTCTAGGAGC
S100A7-F GCACAAATTACCTCGCCGAT
S100A7-R TGGCTCTGCTTGTGGTAGTC
S100A8-F GTTTTTCAGGTGGGGCAAGTC
S100A8-R AGGACACTCGGTCTCTAGCA
SPRR1A-F TGCTCCGTATACCAGCTTTCT
SPRR1A-R GGCTGGCAAGGTTGTTTCAC
FLG-F TGAAGCCTATGACACCACTGA
FLG-R TCCCCTACGCTTTCTTGTCCT
IVL-F TCCTCCAGTCAATACCCATCAG
IVL-R CAGCAGTCATGTGCTTTTCCT
E2F1-F GCCATCCAGGAAAAGGTGTGA
E2F1-R GTGATGTCATAGATGCGCCG
E2F2-F GACAGGACTGAGGACAACCTG
E2F2-R CCATGATGCTAGGGTCGGTG
CDKI1-F AAACTACAGGTCAAGTGGTAGCC
CDK1-R TCCTGCATAAGCACATCCTGA
CCNDI1-F CAATGACCCCGCACGATTTC
CCNDI1-R ATGAACTTCACATCTGTGGCA
CCNBI-F AATAAGGCGAAGATCAACATGGC




CCNBI-R

TTTGTTACCAATGTCCCCAAGAG

CENPA-F TTCCTCCCATCAACACAGTCG
CENPA-R CACACCACGAGTGAATTTAACAC
CENPE-F GATGACCTAGCAACTACACAGTC
CENPE-R AAAGCACCCAAACTCGAATCA
CENPF-F CTCTCCCGTCAACAGCGTTC
CENPF-R GTTGTGCATATTCTTGGCTTGC
FOXMI-F ATACGTGGATTGAGGACCACT
FOXMI-R TCCAATGTCAAGTAGCGGTTG
CCNA2-F CGCTGGCGGTACTGAAGTC
CCNA2-R GAGGAACGGTGACATGCTCAT
CDC6-F CCAGGCACAGGCTACAATCAG
CDC6-R AACAGGTTACGGTTTGGACATT
MALATI-F GCTCTGTGGTGTGGGATTGA
MALATI-R GTGGCAAAATGGCGGACTTT
XIST-F AGTGTACCTACCGCTTTGGC
XIST-R TCCTCTGCCTGACCTGCTAT
ACTB-F CATGTACGTTGCTATCCAGGC
ACTB-R CTCCTTAATGTCACGCACGAT
U6-F CGGCAGCACATATACTAAAA
U6-R TATGGAACGCTTCACGAATT
18sRNA-F GTAACCCGTTGAACCCCATT
18sRNA-R CCATCCAATCGGTAGTAGCG

B. Primer sequences used in in vitro transcription of SNHG8 isoforms or SNHG8 (T4) truncations

T7-SNHGS(T1)-F

TAATACGACTCACTATAGGGGGAATAGCGTCATCAGTTCT

T7-SNHGS(T2)-F

TAATACGACTCACTATAGGGGGCCTTTCACATTCGGGAA

T7-SNHGS(T3)-F

TAATACGACTCACTATAGGGGGAATAGCGTCATCAGTTC

T7-SNHGS(T4)-F

TAATACGACTCACTATAGGGGTGTCATGTGGCCATCTTGA

T7-SNHGS(T5)-F

TAATACGACTCACTATAGGGCTTTCACATTCGGGAAGCG

SNHGS8-R TAGCCACATGAATTAAGCATGGCCTTTCACATTCGGGAA
T7-4’S1m/4’S1m-SNHGS-F TAATACGACTCACTATAGGGGAATTCGTAGAAAATGCGGC
4x SIm-R TTCTAGACCAGCAGATGCGG

4x S1m-SNHGS8-Del 1-22/474-570-Xbal

GCCGCATCTGCTGGTCTAGACTACTCTGTCGCTCTTGTGC

4x S1m-SNHGS8-Del 1-22/474-570-Apal

CGGGTTTAAACGGGCCCCTTCCAGGATATTATTCGGA

4x S1m-SNHGS8-Del 317-480-Xbal-F

GCCGCATCTGCTGGTCTAGAGTGTCATGTGGCCATCTTG

4x SIm-SNHGS8-Del 317-480-Apal-R

CGGGTTTAAACGGGCCCTGATAACTTCCAGGATATTA

SNHG8-Del 78-220-F TGAGCCAGATATTTAATTGG
SNHG8-Del 78-220-R CCAATTAAATATCTGGCTCA
SNHG8-Del 327-470-F TCAATGTTTCGAAGTTATCA
SNHG8-Del 327-470-R TGATAACTTCGAAACATTGA

SNHGS Del 131-261-F

TGGATTGTGAATACTGTTAAAAAC

SNHGS Del 131-261-R

GTTTTTAACAGTATTCACAATCCA

4xS1m-Del 131-261-Apal-R

CGGGTTTAAACGGGCCCGTTTTTAACAGTATTCACAATCCA

4xS1m-SNHGS8-Xbal-F

GCCGCATCTGCTGGTCTAGAGTGTCATGTGGCCATCTTG




4xS1m-SNHG8-Apal-R

CGGGTTTAAACGGGCCCGCCACATGAATTAAGCATTTTA

T7-SNHG8-NB-F:

TAATACGACTCACTATAGGGCACATGAATTAAGCATTTTATTTA

T7-SNHG8-NB-R:

ACTATCAAGAAATCCAAGTGG

T7-SNORA24-NB-F:

TAATACGACTCACTATAGGGGAATGTTACTTGTGCAAGTCA

T7-SNORA24-NB-R:

CTCCATGTATCTTTGGGACC

4xS1m-SNHGS Del 262-570-Apal-R

CGGGTTTAAACGGGCCCGAATGTTACTTGTGCAAGT

C. shRNA or SgRNA target sequences

shSNHG8#1 TGGTAATGGGCGAAGTTTATT
shSNHG8#2 CAGTTTGGTTGCTGGTTAATT
SgRNA1 TCAGACGTGGACCATGTGCG
SgRNA?2 TTTAGTGTTACACGCTCATG

genomicSNHGS8-F

AATCCCCCTCGCTTTCGTGACC

genomicSNHGS8-R

TAAAAAGAGTCTGCTGTCTCCCTTG

gH1.0 CAAGTATTCAGACATGATCG

gH1.2 CCTGGTAAGCAAGGGAACGT
gH1.3 AGGCGGCCAAGCCTAAGTCG
gHI.5 CAAGGCAGTTAAGCCGAAGG

D. Primer sequences used in RIP constructs

H1.0-BamHI-F (pQCXIN)

GATGATGACGATAAAGGATCCATGACCGAGAATTCCACGTCCG

H1.0-EcoRI-R (pQCXIN)

GGGGGGGGGGGGEGECGGAATTCCACTTCTTCTTGCCGGCCCTC

H1.2-BamHI-F (pQCXIN)

GATGATGACGATAAAGGATCCATGTCCGAGACTGCTCCTGC

H1.2-EcoRI-R (pQCXIN)

GGGGGGGGGGGGGCGGAATTCCTATTTCTTCTTGGGCGCCGCC

H1.3-BamHI-F (pQCXIN)

GATGATGACGATAAAGGATCCCCCAAGGCCAAAAAGGCTGG

H1.3-EcoRI-R (pQCXIN)

GGGGGGGGGGGGGCGGAATTCTCACTTTTTCTTCGGAGCTGCC

H1.5-BamHI-F (pQCXIN)

GATGATGACGATAAAGGATCCATGTCGGAAACCGCTCCTGC

H1.5-EcoRI-R (pQCXIN)

GGGGGGGGEGGEGEGGECGGAATTC CTACTTCTTTTTGGCAGCCG

E. Primer sequences used in protein purification

H1.3-BamH1-F (pGEX-6p)

TTCCAGGGGCCCCTGGGATCCTCGGAGACTGCTCCACTTGC

H1.3-Xho1-R-6x-His (pGEX-6p)

GTCACGATGCGGCCGCTCGAGttaGTGGTGGTGGTGGTGGTG
CTTTTTCTTCGGAGCTGCCTTC

H1.3-GD-BamH1-F (pGEX-6p)

TTCCAGGGGCCCCTGGGATCCGGACCCCCAGTATCTGAGCTT

H1.3-GD-Xho1-R-6x-His (pGEX-6p)

GTCACGATGCGGCCGCTCGAGTTAGTGGTGGTGGTGGTGGTG
TTTGCCTTCCCCGGAAGCC

H1.3-CTD-BamH1-F (pGEX-6p)

TTCCAGGGGCCCCTGGGATCCCCCAAGGCCAAAAAGGCTGG

H1.3-CTD-Xho!-R-6x-His (pGEX-6p)

GTCACGATGCGGCCGCTCGAGttaGTGGTGGTGGTGGTGGTG
CTTTTTCTTCGGAGCTGCCTTC

F. sequences of ChIRP probes

SNHGS8-Probel AGATGGTGAGTAATAACCTG
SNHG8-Probe2 ACCTGTAGCAGTTTGGTTGC
SNHG8-Probe3 GTTGCTGGTTAATTCTGGAT
SNHG8-Probe4 TGGATTGTGAATCTCCATGT

SNHGR8-Probe5s

CATTCACTGTTAAAAACCTA




SNHGS8-Probe6 ACCTAGAGGGTGCCGGGTTA
SNHG8-Probe7 GGTTATTGGGCAAAATTTCT
SNHG8-Probe8 TTTCTAAACCGTTGTTCAAT
SNHG8-Probe9 TCAATGTTTCTAGGAAGCTG

SNHGS8-Probel0

AGATGGTGAGTAATAACCTGTAGCAGTTTGGTTGCTGGTTAATTC

SNHGS8-Probel 1

CATTCACTGTTAAAAACCTAGAGGGTGCCGGGTTATTGGGCAAAATTTCTAAACCGTTGT

Lac Z-Probel TAGCCAGCTTTCATCAACAT

Lac Z-Probe2 AGCAGCAGACCATTTTCAAT
Lac Z-Probe3 GTGTGGGCCATAATTCAATT
Lac Z-Probe4 CGGCAGCCGTTATTATTATT

Lac Z-Probe5 GAAACTGTTACCCGTAGGTA
Lac Z-Probe6 CACGGCGTTAAAGTTGTTCT

Lac Z-Probe7 GGATCGACAGATTTGATCCA
Lac Z-Probe8 GTAGTTCAGGCAGTTCAATC
Lac Z-Probe9 CAACGGTAATCGCCATTTGA
Lac Z-Probel0 TGCAAGGCGATTAAGTTGGG

G. sequences of RNA-FISH probes

SNHGS8-FISH probe-1

AATAATGAGTGGTAGACCGA

SNHGS-FISH probe-2

GACGATGTCCAATAATGAGT

SNHGS-FISH probe-3

TCTTAATTGGTCGTTGGTTT

SNHGS-FISH probe-4

TCTATGTACCTCTAAGTGTTA

SNHGS8-FISH probe-5

TCTATGTACCTCTAAGTGTTAGGTCTTAATTGGTCGTTGGTTTGAC
GATGTCCAATAATGAGTGGTAGACCGA

SNHGS8-FISH probe-6 AGATCCAAAAATTGTCA
SNHGS-FISH probe-7 AACGGGTTATTGGGCCGTGG
SNHGS8-FISH probe-8 ACTTGTTGCCAAATCTTTAA
18S-FISH probe-1 ACCGTCCTAGTTGGTCCAT
18S-FISH probe-2 AGAAACTCTGTTCGTATACG
18S-FISH probe-3 ACGCATGAGTCTGTACGTAC
18S-FISH probe-4 AGCGTCAAAGTGACATGGCC
18S-FISH probe-5 CTTGGTATTGACTAAATTAC
18S-FISH probe-6 CCTCTCCTCGCTCGCTGGTT
18S-FISH probe-7 CGAGATCTTAATGGTGTCAA
18S-FISH probe-8 CTAGACTATTTACGTGCGTA
18S-FISH probe-9 ATCCGTGCCGCTGATGGTAG
18S-FISH probe-10 AGTCCGAGGGAGAGGCCTTA
U6-FISH probe-1 GAGGGGACGGTCCATTCATA
U6-FISH probe-2 TGGTGGAAGCACTAGTACCA
U6-FISH probe-3 CCTATTCGGAGCGGGACCCT
U6-FISH probe-4 CCAGTCGTGTAGGCCTCACG
U6-FISH probe-5 GGTGTAAACCCCTTTAGCGT
U6-FISH probe-6 GTGATGGTGTTTAATACGTC




