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Figure S8.  
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Figure S8.

Quantification of protein expression in resistant cells treated with topoisomerase inhibitors and elacridar: etoposide-resistant cells with

etoposide (a, b), SN-38–resistant cells with SN-38 (c, d). ABCB1, ATP-binding cassette sub-family B member 1; ABCG2, ATP-

binding cassette sub-family G member 2; p-Chk1, phosphorylated-Chk1; p-Cdc2, phosphorylated-Cdc2; GAPDH, glyceraldehyde 3-

phosphate dehydrogenase; PARP, poly ADP ribose polymerase. *p < 0.05


