Figure S1. Spike-like protein in betaCoVs. Alignment of the spike-like protein of betaOG78
(NC_025217, bat hp-betacoronavirus/zhejiang2013) (dark gray) with the spike protein N-terminal
domain of SARS-CoV and SARS-CoV-2 (blue). Fully conserved residues are shaded in yellow.

SARS-CoV-2 MFVFLVLLPLVSSQCVNLT! QLPPAY: 'TRGVYYPDKVFRSSVLHSTQDLFLPFFSN-VTWFHAIHVSGTNGTKRFDN———PVL-—PFNDGVYF———
SARS-CoV MF IFLLFLTLTSGSDLDRCTTFDD QAPNYTQ! YYPDEIFRSDTLYLTQDLFLPFYSN-VTGFHTIN-——————HTFGN-—-PVI--PFKDGIYF-——
ORF2-NC_025217 MFVLVLLFSIASAKLVKPNGQHPTTDDTAAYSNCLRLSPQWHIGLSNLTVNHDTFLIPQPTFNATTLSA--GYYPKIGDTVVIWE-AIVTGDSAENQKFKVDYDNY IPHEFGQGIVLKVF
SARS-CoV-2 —ASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYY] RV 'EYVSQPFLMDL KNLREFVFKNIDGYFKIYSKHTPIN
SARS-CoV —A VRGWVE VIII VIRACNFELCDNPFFAVSKPMGT---—QTHTMIFDNAFNCTFEYISDAFSLDVSEKSGNFKHLREFVFKNKDGFLYVYKGYQPID
ORF2-NC_025217 NRDKASASTPPAFLFGSTFDNTTHTMLIAVNTTHRTVAVCRFEFCSTPVVASMINNGNFQQ-YNHSSLFTSAEDCIYVNYQ-NF TMNNTMGDLSRTGTVYYSFQYLNGYFSIYYAYRALH
SARS-CoV-2 LVRDLPQGFSALEPLVDLPIGINITRFQTLLALHRSYLTPGDSSSGWTAGAAAYYVGYLOPRTFLLKYNENGT ITDAVDCAL-DPLSETKCTL—————-] KSFTVEKGIYQTSNFRVQPTE
SARS-CoV VVRDLPSGFNTLKP IFKLPLGINITNFRAILTAFS—————-] PAQDIWGTSAAAYFVGYLKP TTFMLKYDENGTITDAVDCSQ-NPLAELKCSV—————-] KSFEIDKGIYQTSNFRVVPSG
ORF2-NC_025217 NLTE----PKFLSPFMHFPLSIAVTNFLVPPVWNRNYONONAQTQARGQFVIEYAM—-—LRLOSMYFDY—-ONGTLINYTSCDDLSCLTQTPCSTQAPCPTTSCPTQKSTTSV-—TTTTPTT
SARS-CoV-2 S——IVRFPNITNL——— ———CPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFST---FKCYGVSPTKLNDLCFTNVYADSFVIRG

SARS-CoV D--VVRFPNITNL-—— ———CPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFST—--FKCYGVSATKLNDLCFSNVYADSFVVKG

ORF2-NC_025217 ISTTIKPTTISSTTSTTTQTTSRTTTAETTT-TTVASTVS—————QGTTNETYSTLPPCNNYTTITQSPCNDVA--YFWTMVETIIISISFILGV



