
Figure S1. Spike-like protein in betaCoVs. Alignment of the spike-like protein of betaOG78 
(NC_025217, bat hp-betacoronavirus/zhejiang2013) (dark gray) with the spike protein N-terminal 
domain of SARS-CoV and SARS-CoV-2 (blue). Fully conserved residues are shaded in yellow. 

SARS-CoV-2             MFVFLVLLPLVSSQCVNLTT--RT-----------QLPPAY--T----NSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSN-VTWFHAIHVSGTNGTKRFDN---PVL--PFNDGVYF---
SARS-CoV               MFIFLLFLTLTSGSDLDRCTTFDD-----------VQAPNYTQH----TSSMRGVYYPDEIFRSDTLYLTQDLFLPFYSN-VTGFHTIN-------HTFGN---PVI--PFKDGIYF---
ORF2-NC_025217         MFVLVLLFSIASAKLVKPNGQHPTTDDTAAYSNCLRLSPQWHIGLSNLTVNHDTFLIPQPTFNATTLSA--GYYPKIGDTVVTWE-AIVTGDSAENQKFKVDYDNYIPHEFGQGIVLKVF

SARS-CoV-2             -ASTEKSNIIRGWIFGTTLDSKTQSLLIVNNATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPIN
SARS-CoV               -AATEKSNVVRGWVFGSTMNNKSQSVIIINNSTNVVIRACNFELCDNPFFAVSKPMGT----QTHTMIFDNAFNCTFEYISDAFSLDVSEKSGNFKHLREFVFKNKDGFLYVYKGYQPID
ORF2-NC_025217         NRDKASASTPPAFLFGSTFDNTTHTMLIAVNTTHRTVAVCRFEFCSTPVVASMINNGNFQQ-YNHSSLFTSAEDCIYVNYQ-NFTMNNTMGDLSRTGTVYYSFQYLNGYFSIYYAYRALH

SARS-CoV-2             LVRDLPQGFSALEPLVDLPIGINITRFQTLLALHRSYLTPGDSSSGWTAGAAAYYVGYLQPRTFLLKYNENGTITDAVDCAL-DPLSETKCTL------KSFTVEKGIYQTSNFRVQPTE
SARS-CoV               VVRDLPSGFNTLKPIFKLPLGINITNFRAILTAFS------PAQDIWGTSAAAYFVGYLKPTTFMLKYDENGTITDAVDCSQ-NPLAELKCSV------KSFEIDKGIYQTSNFRVVPSG
ORF2-NC_025217         NLTE----PKFLSPFMHFPLSIAVTNFLVPPVWNRNYQNQNAQTQARGQFVIEYAM--LRLQSMYFDY-QNGTLINYTSCDDLSCLTQTPCSTQAPCPTTSCPTQKSTTSV--TTTTPTT

SARS-CoV-2             S--IVRFPNITNL----------CPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFST---FKCYGVSPTKLNDLCFTNVYADSFVIRG
SARS-CoV               D--VVRFPNITNL----------CPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFST---FKCYGVSATKLNDLCFSNVYADSFVVKG
ORF2-NC_025217         ISTTIKPTTISSTTSTTTQTTSRTTTAETTT-TTVASTVS-----QGTTNETYSTLPPCNNYTTITQSPCNDVA--YFWTMVFTIIISISFILGV


