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pvalue
age <0.001
gender 0.338
IDH 0.065
G-CIMP 0.006
riskScore  0.003
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Supplementary Figure 2
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Supplementary Figure 3

A Altered in 66 (81.48%) of 81 samples. B Altered in 55 (84.62%) of 65 samples.
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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# CD81 Mutations

# CD244 Mutations

Supplementary Figure 8
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