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Antibodies
Antibodies used

All data generated or analyzed during this study are included in this published article and supplementary information files. Source data are provided with this paper.
Sequences of Y. pestis and Y. pseudotubercolusis strains used in this study were download from NCBI database (https://www.ncbi.nlm.nih.gov/assembly).

No statistical methods were used to predetermine sample size. For animal experiments, groups (n=10) of female mice were challenged with
bacteria suspensions for both the survive curve experiments and the bacterial burden analysis. Both previously published works and our
studies showed that 10 mice per group were sufficient to overcome the effects of individual variations and get reproducible results. For other
experiments that involves cell lines or BMDMs, a minimum of three technical replicates were used per sample, and experiments were
repeated multiple times independently.

No technical replicates were excluded from the analysis.

All the experiments have been repeated at least three times, except that the bacterial loads in mice were repeated for two independent
times and a representative result was presented in this study.

All the experiments used the common cells for different groups. For animal experiments, all the female mice at 6-8 weeks were randomly
grouped.

All the data were collected by equipments automatically and analyzed quantitatively according to a common criteria across all samples..

Antibody (catalog number): manufacturer, dilution(s)

-Caspase-1 p20 (#PA5-94989): Thermo Fisher Scientific (Waltham, MA, USA), 1:1000 WB

-IL-18 (#PA5-79479) and IL-1! (#701304) antibodies: Thermo Fisher Scientific (Waltham, MA, USA), 1:1000 WB

-Ubiquitin linkage-specific K48 (ab140601) and Ubiquitin linkage-specific K63 (ab179434) antibodies: Abcam (Cambridge, UK), 1:2000
WB

-hGBP1 (ab121039), hGBP2 (ab203238), hGBP3 (ab74061), hGBP4 (ab173697), hGBP5 (ab130569), hGBP6 (ab125704), hGBP7
(ab104293) antibodies: Abcam (Cambridge, UK), 1:2000 WB




