Transcript sequence

CTCCATCGTCTACCTGGAGATTGACAACCGGCAGTGTGTGCAGGCCTCCTCGCAGTGCTTCCAG
AGTGCCACCGATGTGGCCGCATTCCTGGGAGCGCTCGCCTCGCTGGGCAGCCTCAACATCCCC
TACAAGATCGAGGCCGTGCAGAGCGGTCACAGCTGCCGGCCACCTGGGAACGAGGCGGTCACA
GCTGCCGGTGGAGCCACCTGGGAACGAGTCCAGCCACGGGAAAGTGAGACCGTGGAGCCGCC
CCCGCCGGCGCAGCTGCACTTCATGTACGTGGCGGCGGCCGCCTTTGTGCTTCTGTTCTTCGTG
GGCTGCGGGGTGCTGCTGTCCCGCAAGCGCCGGCGGCAGCATGGCCAGCTCTGGTTCCCTGA
GGGCTTC

Green — exon 27 (E27)
Brown — insertion
Blue — exon 28 (E28)

Genomic sequence

CTCCATCGTCTACCTGGAGATTGACAACCGGCAGTGTGTGCAGGCCTCCTCGCAGTGCTTCCAG
AGTGCCACCGACGTGGCCGCATTCCTGGGAGCGCTCGCCTCGCTGGGCAGCCTCAACATCCCC
TACAAGATCGAGGCCGTGCAGAGTAAGTGTGGCCCCATCCCGGGAACAGGCTCTGCCTGCAGG
GGGTGCCATCCCCCCGTGCCCCAGACACGCTGGCTGTTTGTGCCAGTTGCTACCCACGGGTGT
127a | GAGCGTTGCCGTCCGAGTTGGGGTAGGGCTTTTCTGGAATTTTCTGAATGGCACTCCGCCCCCA
CCTGCAGGCGGTCACAGCTGCCGGCCACCTGGGAACGAGGCGGTCACAGCTGCCGGTGGAGC
CACCTGGGAACGAGTCCAGCCACGGGAAAGTGGGTGCCTGCTTCTCTCCCCACCCTTTCCTCCT
GAATTTTCTTTGTTGGGTATTATTTCAAAATCATTACGGCTTTTTTTAAAGAAAAAAAAAGAGAGAG
AGAGAAGAATTGATCGGTGTCATGTGAAGTGTTGAAGTTTGTATCTTGAAAATCCCTCTAAATCCT
TTGTCTTAACAGCTCAGTGCGAGTGCAGCGATTTGAAGTTGACTAATCCTCCTTCCTTAAAGGAG
128a | AAAAAAGTAAAAGCCGTCTCCAGATAGAGTCGGCTGGTGCAGGAGAGAATTTAGCGATAGTTTG

CAATTCTGATTAATCGCGTAGAAAATGACCTTATTTTGGAGGGCGGGATGGAGGAAATGGGGTTT
AAGAAGGCCCCCGGACGCGAAGCCAGTCCGCCGCCCCCCGGCCACCAGCCTGCTGCGTAGCC
GCTGCCTGATGTCCGGGCACCTGCCCCTGGCCCCCGTGCCCGCAGGTGAGACCGTGGAGCCG
CCCCCGCCGGCGCAGCTGCACTTCATGTACGTGGCGGCGGCCGCCTTTGTGCTTCTGTTCTTC

GTGGGCTGCGGGGTGCTGCTGTCCCGCAAGCGCCGGCGGCAGCATGGCCAGCTCTGGTTCCC
TGAGGGCTTCAAAGTGTCTGAGGCCAGCAAGAAGAAGCGGCGGGAGCCCCTCGGCGAGGACTC
CGTGGGCCTCAA

Green — exon 27 (E27)

Brown — exon 27a

Blue — exon 28 (E28)

I27a — intron 27a

I28a — intron 28a

Bold - splice donor and acceptor sites

Protein sequence encoded by the variant splice form

SIVYLEIDNRQCVQASSQCFQSATDVAAFLGALASLGSLNIPYKIEAVQSGHSCRPPGNEAVTAAGGA
TWERVQPRESETVEPPPPAQLHFMYVAAVEPPPPAQLHFMYVAA

Brown — inserted region

Supplementary Figure 3. Transcript, genomic and protein sequence of the
NOTCH1 variant splice form identified in the ACCx11 PDX tumor.





