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Supplementary Figure S1. Generation and characterization of a sarcoma model with RET 
rearrangement. A. Schematic illustration of the clinical course of the SR-Sarc-0001 patient. 
 B. Tissue slides were prepared from the SR-Sarc-0001 (left) and the original patient tumor 
(right) and stained with hematoxylin and eosin. C. Total RNA was isolated and cDNA prepared 
from HMSC, HMSC-RET, and SR-Sarc-0001 cells and PDX. PCR for SPECC1L-RET (top) and 
GAPDH (bottom) was performed to confirm expression of the fusion transcript. D. Sanger 
sequencing of the PCR amplicon showing the fusion junction.  
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The patient presented with 
a kidney soft-tissue tumor 

at 2 months of age; 
Nephrectomy performed  

Brain and lung metastasis 
and a recurrence of the 
kidney lesion discovered 
after a left-sided cerebral 
vascular accident at 18 

month of age. 

Initial treatment with 
chemotherapy complicated 

by severe infections 

SPECC1L-RET fusion 
discovered by MSK-
IMPACT sequencing; 

Initiation of selperatinib 
48 mg treatment 

Isolated brain metastasis 
progression; 

Brain metastasis resection 
and PDX implantation; The 
dose of selpercatinib was 

increased to 100 mg 

Progression of 
extracranial brain lesions; 

Stable extracranial 
disease 

Lansky	score	improved	from	30%	to	70%	

Age	(Months)	


