
 
 

Supplementary Table 2: Association between detection of ctDNA and the baseline tumor size. 
N number, SD standard deviation. 
 

 Pre-treatment ctDNA positive 
(n=48) 

Pre-treatment ctDNA negative 
(n=50) 

p value 

 Median [Range] Mean (SD) Median [Range] Mean (SD)  

Size (cm) 17.5 [2.2, 55] 17.8 (10.9) 6 [1, 25.9] 8.1 (6.5) <0.001 

 
 

  


