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Fig. S2: The association between the neo-antigen load and the mutation burden, lymphocyte score and
the primary site in the discovery cohort. (A) The mutation burden (TMB) (upper) and the neo-antigen

load analyzed by pVVAC-Seq (lower) for each sample. The results of pVAC-Seq were from 37 samples with
both WES and RNA-seq data. (B) The correlation of TMB and neo-antigen load analyzed by pVAC-Seqg. (C)
The neo-antigens by pVAC-Seq and the lymphocyte scores in each sample (N = 37). (D) The differences of
neo-antigen load by pVVAC-Seq between subsets of samples with different lymphocyte scores. (E) The

difference of neo-antigen load by pVAC-Seq between NAM and NNAM.



