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RNA-seq and Ribo-seq data from CPA treated MIN6 cells and the control are available in GSE174679 - Adaptation to chronic ER stress enforces pancreatic beta-cell
plasticity. https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE174679

KEGG database: https://www.genome.jp/kegg/pathway.html

PancDB database:

https://hpap.pmacs.upenn.edu/

This manuscript used raw data acquired from nPOD (www.jdrfnpod.org) and from the Human Pancreas Analysis Program (HPAP-RRID:SCR_016202) Database
(https://hpap.pmacs.upenn.edu), a Human Islet Research Network (RRID:SCR_014393) consortium. Raw data was aggregated to minimize the identifiable
information before analysis.

All quantitative data were obtained from at least three independent experiments, except S35 labeling experiment, which was obtained from
two independent experiments. The statistics was done by two-tailed paired Student's t-test.

All fluorescence images were obtained from at least two independent experiments.

RNA-seq and Ribo-seq data from CPA treated MIN6 cells and the control were performed for three independent biological repeats. Transcripts
identified in all three repeats were selected for bioinformatics analysis.

For mouse pancreatic islet of Langerhans experiments, four mice were used as a control group and five mice were used in each experimental
group. For diabetes data, six type 1 diabetes patients and five healthy donors were included.

Mouse experiments were obtained from at least four mice per group.

For Western blot experiments, representative experiments are illustrated in the manuscript.

No data was excluded in this study.

To reduce batch-to-batch background effects and technical variation, RNA-seq and Ribo-seq data from CPA treated MIN6 cells and the control
were performed for three independent biological replicates. all attempts at replication were successful.

For diabetes data, type 1 diabetes patients were grouped by the clinical records. For healthy control, all the available scRNA-seq data from
healthy donors before May 2020.

The result of each experiment was collected and performed by the person in charge of the experiment. The experimental results were
analyzed by C-W. C. and M.H. The summary was reviewed in the group. For mouse pancreatic islet of Langerhans experiments, mice were
randomly selected in a double-blind manner.




