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16S Amplicon Sequencing / QIIME2 - Deblur

Kitl

|

Shotgun Sequencing / MetaPlAn3

Kit2

|

Kit3

|

Kit4

|

Kit5

|

Kit6

Kit7

e

Kit8

B Misclassified
B Ruminococcus gauvreauii
B Roseburia intestinalis
B Roseburia hominis

@ Prevotella melaninogenica
O Prevotella copri
O Parabacteroides distasonis
@ Lactobacillus gasseri
@ Faecalibacterium prausnitzii
B Eubacterium hallii

B Escherichia coli

B Collinsella aerofaciens
M Clostridium butyricum
M Blautia wexlerae

M Bifidobacterium longum
B Bacteroides uniformis

@ Bacteroides thetaiotaomicron
W Anaerostipes hadrus
B Alistipes finegoldii
B Akkermansia muciniphila

@ Misclassified

@ Akkermansia

O Alistipes

O Anaerostipes

E Bacteroides

M Bifidobacterium
M Blautia

M Clostridium

M Collinsella

B Escherichia

B Eubacterium

M Faecalibacterium
M Lactobacillus

@ Parabacteroides
OPrevotella

B Roseburia

B Ruminococcus

B

MetaPIAn3 | Similarity %
Kitl 91.6
Kit2 92.4
Kit3 92.8
Kit4 93.4
Kit5 92.5
Kit6 92.1
Kit7 92.1
Kit8 94.3

D
16S Similarity %
Kitl 94.7
Kit2 96.3
Kit3 94.8
Kit4 96.7
Kit5 93.1
Kit6 94.0
Kit7 94.4
Kit8 94.5




