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Sensitivity FPRA Diversity
Similarity to 

Actual
Similarity to DNA-

Gut-Mix-RR

Actual 100 0.0 19 100 71

DNA-Gut-
Mix-RR

100 8.6 207 71 100

Kit1 95 7.4 196 65 69

Kit2 100 7.4 200 64 69

Kit3 89 4.8 167 61 62

Kit4 89 10.3 202 61 69

Kit5 95 5.1 169 62 65

Kit6 95 6.7 184 64 67

Kit7 89 9.5 197 65 73

Kit8 89 9.7 198 62 70

Sensitivity FPRA Diversity
Similarity to 

Actual
Similarity to DNA-

Gut-Mix-RR

Actual 100 0.0 19 100 60

DNA-Gut-
Mix-RR

79 0.9 38 60 100

Kit1 74 1.6 42 50 73

Kit2 74 1.5 42 50 73

Kit3 74 0.9 36 46 63

Kit4 74 1.7 45 48 73

Kit5 74 1.3 37 48 68

Kit6 74 1.3 40 48 70

Kit7 74 1.7 45 50 75

Kit8 74 1.7 45 49 74

Sensitivity FPRA Diversity
Similarity to 

Actual
Similarity to DNA-

Gut-Mix-RR

Actual 100 0.0 19 100 68

DNA-Gut-
Mix-RR

74 9.5 84 68 100

Kit1 68 10.5 82 56 69

Kit2 68 10.1 82 56 69

Kit3 68 6.5 68 47 59

Kit4 68 12.0 86 55 75

Kit5 68 8.5 70 50 63

Kit6 68 8.0 79 55 66

Kit7 68 11.1 84 59 77

Kit8 68 11.9 84 56 77

Sensitivity FPRA Diversity
Similarity to 

Actual
Similarity to DNA-

Gut-Mix-RR

Actual 100 0.0 19 100 66

DNA-Gut-
Mix-RR

74 10.9 94 66 100

Kit1 74 11.6 91 52 69

Kit2 68 11.3 90 52 69

Kit3 68 7.1 72 45 59

Kit4 68 13.7 95 53 73

Kit5 68 9.1 78 48 63

Kit6 68 8.6 87 52 66

Kit7 74 12.4 95 54 74

Kit8 68 13.5 93 54 74
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Shotgun Sequencing / Kaiju

Misclassified
Akkermansia muciniphila
Alistipes finegoldii
Anaerostipes hadrus
Bacteroides thetaiotaomicron
Bacteroides uniformis
Bifidobacterium longum
Blautia wexlerae
Clostridium butyricum
Collinsella aerofaciens
Escherichia coli
Eubacterium hallii
Faecalibacterium prausnitzii
Lactobacillus gasseri
Parabacteroides distasonis
Prevotella copri
Prevotella melaninogenica
Roseburia hominis
Roseburia intestinalis
Ruminococcus gauvreauii
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Shotgun Sequencing / Centrifuge

Misclassified
Akkermansia muciniphila
Alistipes finegoldii
Anaerostipes hadrus
Bacteroides thetaiotaomicron
Bacteroides uniformis
Bifidobacterium longum
Blautia wexlera
Clostridium butyricum
Collinsella aerofaciens
Escherichia coli
Eubacterium hallii
Faecalibacterium prausnitzii
Lactobacillus gasseri
Parabacteroides distasonis
Prevotella copri
Prevotella melaninogenica
Roseburia hominis
Roseburia intestinalis
Ruminococcus gauvreauii
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Shotgun Sequencing / Kraken

Misclassified
Akkermansia muciniphila
Alistipes finegoldii
Anaerostipes hadrus
Bacteroides thetaiotaomicron
Bacteroides uniformis
Bifidobacterium longum
Blautia wexlerae
Clostridium butyricum
Collinsella aerofaciens
Escherichia coli
Eubacterium hallii
Faecalibacterium prausnitzii
Lactobacillus gasseri
Parabacteroides distasonis
Prevotella melaninogenica
Prevotella copri
Roseburia hominis
Roseburia intestinalis
Ruminococcus
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Shotgun Sequencing / Bracken

Misclassified
Akkermansia muciniphila
Alistipes finegoldii
Anaerostipes hadrus
Bacteroides thetaiotaomicron
Bacteroides uniformis
Bifidobacterium longum
Blautia wexlera
Clostridium butyricum
Collinsella aerofaciens
Escherichia coli
Eubacterium hallii
Faecalibacterium prausnitzii
Lactobacillus gasseri
Parabacteroides distasonis
Prevotella copri
Prevotella melaninogenica
Roseburia hominis
Roseburia intestinalis
Ruminococcus gauvreauii


