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strain tRNAi
Met(CAU) tRNAPhe(GAA)

WT 97.6 ± 0.3 81.8 ± 0.7

trm6-504 94.8 ± 0.7 37.2 ± 1.2

trm6-504 trf4Δ 92.6 ± 0.9 29.1 ± 2.0

trm6-504 met22Δ 94.5 ± 0.9 44.0 ± 1.5

trm6-504 rat1-107 95.2 ± 0.2 44.0 ± 2.1

trm6-504 xrn1Δ 94.3 ± 1.0 30.0 ± 2.0

trm6-504 rrp6Δ 94.9 ± 0.4 28.3 ± 3.3


