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Table S3 Plasmids used in this study

Plasmid Parent Description Source

pREP3x leu2* Ppme1 1

AB 553-1 pREP3x leu2* with a Notl between Pstl and Pymts [2]

EMT 256-1 pREP3x leu2* Pymetrm6”* This study

EMT 257-2 pREP3x leu2* Pyms1 trm671* This study

EMT 265-1 AB 553-1 leu2* imt06* This study

EMT 264-1 AB 553-1 leu2* sup9*-imt07* This study

EMT 327-1 AB 553-1 leu2® Pior tol1* This study

EMT 292 ura4® single integrating vector (SIV) [3]

EMT 301-3 EMT 292 ura4*::dhp1* This study

EMT 304-1 EMT 292 ura4*::imt06* This study

EMT 324 URA3 Pga. TRM6 2 [4]

EMP 881 URA3 2u Laboratory strain

EMT 306-1 LEU2 2p IMT1 this study

EMP 824 LEUZ 2u Laboratory strain

EMT 386 leu2” Peig14 cid14* this study
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