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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods

The in silico data of this study like structure and trajectory files are made available

under (https://doi.org/10.5281/zenodo.6365426).

PLUMED input files required to reproduce the results reported in this study are

available on PLUMED-NEST (www.plumed-nest.org), the public repository of the

PLUMED consortium as plumID: 22.012.

The mass spectrometry proteomics data have been deposited to the

ProteomeXchange Consortium via the PRIDE partner repository

(http://www.proteomexchange.org) with the dataset identifier PXD031214.

Protein structures from the PDB shown used in this study are: 3AGZ [http://doi.org/10.2210/pdb3AGZ/pdb], 3C7N [http://doi.org/ 10.2210/pdb3C7N/pdb], and
1NLT [http://doi.org/ 10.2210/pdb1NLT/pdb].

N/A

N/A

N/A

N/A

Only applicable to the cell culture data (Fig. 9) were we have analyzed between 700-800 individual cells for each condition to ensure
robustness of the acquired data. Sample sizes was determined based on pilots experiments standard sample sizes used in this scientific
community.

No data were excluded.

All of the results shown in this manuscript result from a minimum of three independent experiments. Additionally, we have observed
reproducibility of our results when experiments are performed by different experimenters in different lab locations and using proteins from
independently-purified batches. We confirm that our experimental replicates were reproducible and successful.

Samples were allocated into random experimental groups. In addition, the different experimental groups were repeated on different
instruments with different batches of purified proteins.

The investigators were blinded for the experimental or analysis step.




