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Samples size calculations were not performed as only significant changes were further considered.

Data exclusions were performed for image analyses only, with the pre-defined exclusion criteria of cell death, cell division, and cell damage
caused by the experimental conditions or handling.

Biological replicates indicate independent experiments; technical replicates indicate multiple repetition of each assay within the same
experiment (e.g., individual microscope slides of the same condition assayed during each of the replicate experiments). Replications were
successful. Data are displayed as mean (average) of at least three biological replicates, or three technical replicates of two biological
replicates. Error bars represent the standard error of the mean (SEM). All differences between means were tested using standard unpaired,
two-tailed Student's t-test. p-values are displayed in full in Source data and expressed with asterisks in the figures.

Randomization was not performed as we do not face any selection bias. We study differences between predefined selected states and/or
defined genotypes.

The investigators were not blinded for these experiments as all generated data were processed in parallel using the same settings and
algorithms.

The rabbit polyclonal antibody specific for SCYL1 phosphorylated on serine 754 (phospho-S754-SCYL1) was raised and purified from
synthetic peptide CQPRPDS(PO3H2)WGEDNW (Eurogentec). The antibody fraction recognizing the non-phosphorylated
CQPRPDSWGEDNW peptide was used as anti-SCYL1 (total) in our assays.

For western blotting, the following primary antibodies were used at a 1:1000 dilution, unless otherwise stated:

mouse anti-SCYL1 (Sigma-Aldrich, SAB1402612)

mouse HRP-conjugated anti-GAPDH (Santa Cruz Biotechnologies, sc-25778HRP),

mouse anti-Phospho-p70 S6 kinase (Thr389) (Cell Signaling, 9206s),

rabbit anti- p70 S6 kinase (Cell Signaling, 9202s),

rabbit anti-p62/SQSTM1 (Cell Signaling, 5114s),

mouse anti-LC3B (Nanotools, 0231S0502),

rabbit anti-GABARAPL1 (Cell Signaling, 26632),

mouse anti-CD9 (Santa Cruz Biotechnologies, sc-13118),

mouse anti-CD81 (Santa Cruz Biotechnologies, sc-7637),

rabbit anti-calreticulin (Cell Signaling, 2891S),

rabbit anti-GORAB (Atlas antibodies, HPA027250),

mouse anti-COPB (Santa Cruz Biotechnologies, sc-393615),




