Supplementary Fig. S3: Correlation between protein and gene expression
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Supplementary Fig. S3: Correlation between protein and gene expression. A-Y)
Spearman rank correlation between protein expression by mIHC and the corresponding
gene expression by Nanostring (A-M) and RNA-sequencing (N-Y). Proportions of cells
positive for a certain marker are depicted on the x-axis and the corresponding gene
expression is depicted on the y-axis.
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