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Figure S1. (A) Compound 1 induces degradation of NSD2, but not GSPT1 and IKZF3, 
in 293FT cells. 293FT cells were treated with compound 1 at the indicated 
concentration for 48 h. Cell lysates were collected and the protein levels of NSD2, 
GSPT1 and IKZF3 were determined by western blotting with GAPDH as the loading 
control. WB results are representative of three independent experiments. (B) 
Compound 1 does not induce NSD2 degradation in KMS11 and H929 cells. KMS11 
and H929 cells were treated with DMSO or the indicated compound at 5 μM for 72 h. 
Cell lysates were collected and the protein level of NSD2 was determined by western 
blotting with GAPDH as the loading control. WB results are representative of three 
independent experiments. 
 
 

 
 

Figure S2. Immunoblots for NSD2 and Tubulin after shRNA-mediated knockdown 
(KD) of NSD2 (sh#1or sh#2), relative to transduction of empty vector (shEV), in 
KMS11 (left) and H929 (right) cells. The NSD2 protein level was detected by western 
blotting with tubulin as the loading control.  
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1H NMR and 13C NMR spectra of Compound 9 in DMSO-d6 
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HPLC spectrum of Compound 9 

 

Mass spectrum of Compound 9 

 
  

TIC of +TOF MS: from 104-159-1.wiff Max. 9.9e6 cps.
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 +TOF MS: 4.142 min from 104-159-1.wiff Agilent Max. 7.9e5 counts.
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TWC of DAD Signal Data: from 104-159-1.wiff Max. 4068.0 mAU.
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1H NMR and 13C NMR spectra of Compound 17 in DMSO-d6 
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HPLC spectrum of Compound 17 

 

Mass spectrum of Compound 17 
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1H NMR and 13C NMR spectra of Compound 18 in DMSO-d6 
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HPLC spectrum of Compound 18 

 

Mass spectrum of Compound 18 

 


