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The atomic coordinates and structure factors have been deposited in the Protein Data Bank under the accession codes: 7F60 ( SARS-CoV-2 ORF6 in complexed Rae1-
Nup98) [https://doi.org/10.2210/pdb7F60/pdb] and 7F90 (SARS CoV ORF6 in complexed Rae1-Nup98) [https://doi.org/10.2210/pdb7F90/pdb]. Publicly available
protein atomic models with the following PDB code was used in the study:4OWR. Other data are available from the corresponding author upon reasonable request.
Source data are provided with this paper.

Prior sample size determination was not done. No statistical methods were used to predetermine sample size. Sample size was determined
according to our experience as well as literature reporting in terms of specific experiment. For cell studies ,the control samples or
experimental samples both consisting of three independent samples. For EMASA and ITC assay, The experiment was performed in three
independent experiments, with similar results. For statistical analysis, all experiments were performed in biologically independent triplicates
to ensure robustness of the analysis and conclusions. Where statistical tests were applied, we selected n=3 as the minimum sample size.
These sample sizes are seen as sufficient since no inference from small sample to larger populations is made.

No data was excluded during analysis.

All the presented experimental results were performed at least three times independently. All attempts at replication were successful.
Immunofluorescence assay was performed in biological independent duplicates with similar results.

No randomization was performed because it was not necessary in our experimental design, and there are no groups to be allocated. In
addition, the experimental results were not randomize. For cell experiments, cells from the mother flask were randomly placed in different
cell dishes, each experiment were representative of three independent experiments. Because all groups were derived from the same cell line,
no randomization could be performed.

Blinding is not relevant to this study,we allocated samples into pre-determined experimental groups with the intention of studying the
differences between them. only one variable is tested in each experiment. However,the investigators were blinded during the sample
collection and data analysis (crystal data collection and structure determination,EMSA assay,ITC assay,Immunofluorescence, western blot, RT-
PCR and luciferase detection).




