Supplemental Table 1. List of HIV class I peptides.

sequence
GELDRWEKI
KIRLRPGGKK
IRLRPGGKKKY
RLRPGGKKKYKL
RPGGKKKYKLK
KYKLKHIVW
HLVWASRELERF
ELRSLYNTV
RSLYNTVATLY
TLYCVHQK
[EIKDTKEAL
NSSKVSQNY
VQNLQGQMV
HQAISPRTLNAW
VKVIEEKAF
EEKAFSPEVI
KAFSPEVIPMF
EVIPMFSAL
SEGATPQDL
TPQDLNMML
GHQAAMQML
KETINEEAAEW
AEWDRVHPV
HPVHAGPIA
GQMREPRGSDI
TSTLQEQIGW
NPPIPVGDIY
EIYKRWII
KRWIILGLNK
RRWIQLGLQK
GLNKIVRMY
VRMYSPVSI
YSPVSILDI
FRDYVDRFFKTL
DRFYKTLRA
AEQASQEVKNWM
VKNWMTETL
DCKTILKAL
ACQGVGGPGHK
GPGHKARVL
AEAMSQVTNS
CRAPRKKGC
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272
272
277
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RQANFLGKI
FLGKIWPSYK
KELYPLTSL
RVKEKYQHL
AENLWVTVYY
TVYYGVPVWK
VPVWKEATTTL
LFCASDAKAY
KAYETEVHNVW
DPNPQEVVL
MHEDIISLW
SVITQACPK
SFEPIPIHY
CAPAGFAIL
RPNNNTRKSI
HIGPGRAFY
RGPGRAFVTI
EIIGDIRQAY
SFNCGGEFF
LPCRIKQII
RIKQIINMW
RAIEAQQHM
QTRVLAIERYL
ERYLKDQQLL
TAVPWNASW
VFAVLSIVNR
I[VNRNRQGY
RLRDLLLIVTR
IVTRIVELL
GRRGWEALKY
KYCWNLLQY
QELKNSAVSL
SLLNATDIAV
EVAQRAYR
IPRRIRQGL
RIRQGLERA
RQGLERALL
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KAAVDLSHFL
KAAVDLSHFLK
GAFDLSFFL
FLKEKGGL
KEKGGLEGL
KRQDILDLWVY
RRQDILDLWVY
HTQGYFPDWQNY
TQGYFPDWQNYT
YFPDWQNYTP
YTPGPGIRY
TPGPGVRYPL
TRYPLTFGW
RYPLTFGWCY
YPLTFGWCYKL
VLEWRFDSRL
WRFDSRLAF
NSPTRREL
ITLWQRPLV
DTVLEEWNL
EEMNLPGRW
RQYDQILIEI
GKKAIGTVLV
LVGPTPVNI
TPVNIIGRNML
FPISPIETV
IETVPVKL
GPKVKQWPL
ALVEICTEMEK
KLVDFRELNK
GIPHPAGLK
TVLDVGDAY
VPLDEDFRKY
YTAFTIPSV
NETPGIRYQY
IRYQYNVL
LPQGWKGSPA
SPAIFQSSM
AIFQSSMTK
KQNPDIVIY
HPDIVIYQY
NPEIVIYQY
VIYQYMDDL
[EELRQHLL
IVLPEKDSW
LVGKLNWASQIY
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59
86
90
113
124
132
136
155
160
173
188
228
248
262
273
282
292
297
304
311
313
328
330
330
334
357
399
415
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QIYPGIKVR
YPGIKVRQL
IPLTEEAEL
ILKEPVHGVY
GQGQWTYQI
IYQEPFKNLK
RMRGAHTNDVK
IAMESIVIW
PIQKETWETW

GAETFYVDGAANR

ETKLGKAGY
IVIDSQYALGI
QIIEQLIKK
LFLDGIDKA
LPPIVAKEI
THLEGKIIL
HVASGYIEA
IEAEVIPAET
HTDNGSNF
STTVKAACWW
IQQEFGIPY
VRDQAEHL
KTAVQMAVF
AVFIHNFKRK
FKRKGGIGGY
GERIVDII
ITATDIQTK
KIQNFRVYY
VPRRKAKII
RKAKIIRDY
KAVRLIKFLY
QAVRIIKILY
ERILSTYLGR
RPAEPVPLQL
CCFHCQVC
FQTKGLGISYGR
RIRTWKSLVK
HMYISKKAK
ISKKAKGWF
HPRVSSEVHI
IPLGDAKLII
WHLGHGVSI
LGHGVSIEW
LADQLIHLHY
KTKPPLPSVKK
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675
715
743
781
793
799
829
838
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912
918
934
975
978
14
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66
30
38
17
28
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48
57
79
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102
158
29
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473
496
505
521
538
556
603
612
660
683
723
751
789
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808
836
847
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919
926
942
983
986
23
23
66
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37
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