= Missense_Mutation

= Nonsense_Mutation

A 165

= |n_Frame_Del

= |In_Frame_Ins

= Splice_Site
= Frame_Shift_Del

= Frame_Shift_Ins m Multi_Hit

= Translation_Start_Site

Altered in 127 (29.13%) of 436 samples.
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FLG | | | il 2% |
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Altered in 133 (30.5%) of 436 samples.
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mucte || ] 3%
CSMD3 [[11111] | 3% N
NF1 111l 2% ||
TOP2A [1]] 1% |l
USH2A | ] 1% ||
HMCNT | T 1] 2% i
rRyrz | || | i 2% i
FAT3 | 1] 1% |
muc17 ] | 1% |l
LRP1B | | 1% I
APOB | | | | | 1% ||
BRCA1 | | 11 | | 2% i
FLG i | | | 1% ||
MACF1 | | 1 | 1% ||
cox12 || I 12%
DNAH3 | | 1% |
RB1 | I I III 1% ||
COL6A3 1% |

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII



