nervous,system

[
sansay |
o |\
e | oo
| e prosess ogane.
of N, cural
[Pasie- W NINENANNNY conspentor
oo i

AGAPUToRA

| sequence-specific
‘oNA tinding
NI ~—
- muticluer ~_ ONAbindng
aciviy, oeen anscripton
transterting acyl reprod factor actvty,
groups ot than \ruitcelur RNA paymerase
prrai oiganjsmal W speci
—\ microyibule
\ bindng
\ / oxoreduciase
aciviy,acing on
wanstease paied don
. withincaiporation
rvans'emmz ac cofactonbinding o reduction of
\ Joroxygen
B GMIIEI e\m‘;d iron iorebinding.
eceptor a °
rd regulaton of
- supramelecular
o foerorganizaton
g posive
reguiagon of
/ retuiton | wansmembrane.
coluar esponse biloge process polymerizaton receptor protein
mm. 10 extracellular | | Kinaseé activity
simus | )
nucedoasesconaif | eTPbindng
e PR | e |
remlaionof - caioic s L [ e
e R \ o g |y
negative process . o | rapyfle ctoi TOR signaling / mlis.
reguiation of usne\eewmr s/m" mm\ ity w |
ool sty oxhgidme g gt b ||| gt ovimeines reguiaiog of acin
actomol \ N warscrpion 9 oy tlapetilength
biosynthetic "  activi org ﬂ"‘lﬁ’{" ‘xygen-containing y ,' ran:
AP i escleedate coiaroponse ompoynd régulton of
poce: - | oot endogenoss.  CMDIRY ool mn:::v:mmn
et sonor \ \ son ol @ kinase
negative W el | sumums posiive abolic process uvmpoﬂem size_signaling pathway
reguiagonof 7 aodrompited ! reqiatan of \ .
e dienpete ‘ o actimyosin " sguniontacin
process eliar \ | il m-‘,,g msuu:nuef" structur lamer
biosynthetic. \ fucleoside | organization X /""Z‘"‘"“D" ‘polymerization
voces: e \ aphospnate roton
e fibop RN gucosanine g shospnanyiason : i el response
regulagion of bms mewc compgund cytgsal - tragen
transcription, e catabolic process. ADP metabolic AP inding potymeriration or 211100 response to
energy derivation aminsuger ‘rogess | nucleobase-containing “Gepotymeriz _ endogenau:
oy otdgionof catabolic process compound ubiquitiy igase stimulus
ONA packaging nuciear nanspon bonuceoside [ e napic
potein mpaur\s nucegsome \ ansporer B
porimarzton . aen iy veguiation of actn
e ot ™ izato nvm»b nonr @ik \ ~ polymerization or
o rcari@szre Acard@ezra rion o posie
/ e "‘“““*”%uhnm oo vesde
mm@m nm}-may 05RA carboryorae | SCFubioutin T N requaton NG =L osiive fagon of
igase complex complex calllarcatabolc — requlay
. purne Gervpive culin RING > o reguatonof  supramalecular
bonucioside wansmetnbrane ubiqitn g process esponse i i
" jase ¢ i W
somn el e o ok g [ ket B P
\ metabolc _siru acti osolc alizatich / organizabon,
o ol comstuentor * o Acnod@posra Iocaagih o ¢y glpop onaciy egauon of
nucteocytoplasmic /TP geqeraon, ibosome e _ posiive’to statvation protein-centaining
wancport aveolycrocess "M ADP {11 omial g tegdaponct o o
purine huceoside Acard@pasa sivcre oroanzaion” 8 cotele) | wmnmug e ~ assembly
diphosphate. / omaton <o a,m’m/ | e aaon " reguiaton of
pmsgu\ /"“"““"5”"‘“" /| m\fulat pa £ e Mehh onlammg
e /R bining rboncleraten marpogeness mwm,n?mﬂ o [ J regan ofact s
folus nucleasor complex cellelar VEGA! Unn I flament
x A Binding il né.mmy vesile
T Raprcessing v S compgnent ) Weug«mm poymertztion iinon
/ \ \ organizaion i ] tequigon of
/ POBIRDNA coactpator response, 0 other e i sponse t
RNAmefhyaion Complox SN aciy  hydroase actvty, " organien requatghot P“‘Vme'“mn.xmensm._uuwnnh - posiive
assembly e AcAP ing on acid | anaomical 8 Teguiation of
macongkede | g sasposile \ -
i St cat o - -
oskeleor bogenesis
organizaton <
ooy S0t
- _asassembly
eqaton oo o o negaiive
R DM uabolc 1couon ol ONAmetabolic
b pocess| - process
sevomenian e;mrmumyuc
hause . DArenac “egati microtubule
pmmmwewmw‘ | ATPaseactvly equibionoi gaton o
alcerophospholipis Sostsiion recont jymeizaton
ol vy o o _oranizion sy 0 Sk
celliar” " process stimul T sy i s
conpenent rophosphetase o B
plig prrophosphat b SOk g DA damage —_cataboli process
A—e—— 2 4 | DR SIS e
Simius protein O catotgneqaibe PO P st anscrpional
depolymenization ﬂwnhcvms/ process vequl fian of st gene silencing by
o RNA
e oo meﬂka\mn nucotdg-exciion
canoncal Wt e contaning . sphingolpd g
signaling pathway complex sperol mgtabolic ‘ catabolic process. reguiatiop of Wrt
dosssomly /| posess damaged DA Sgnaiing paay
binding

gene silegcing by
miRNA



