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Predicting the potential for zoonotic transmission and host associations for
novel viruses
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Description of Additional Supplementary Files

File name: Supplementary Data 1

Description: Species target list for novel viruses based on known hosts of virus to which novel viruses are
predicted to generate links in the predicted network (Gpyregictea)

File name: Supplementary Data 2

Description: Data listing novel viruses from wildlife and their wildlife host. Data also describes the
prioritized surveillance target wildlife hosts as predicted by network prediction models.

File name: Supplementary Data 3

Description: Data file listing available GenBank accession numbers for novel PREDICT viruses used in
the study to generate network predictions.

File name: Supplementary Data 4

Description: FASTA file with nucleotide sequences for novel PREDICT viruses used in the study to
generate network predictions for which GenBank accession numbers are not available currently.
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