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Description of Additional Supplementary Files 19 

 20 

File name: Supplementary Data 1 21 

Description: Species target list for novel viruses based on known hosts of virus to which novel viruses are 22 

predicted to generate links in the predicted network (𝐺𝑝𝑟𝑒𝑑𝑖𝑐𝑡𝑒𝑑)  23 

File name: Supplementary Data 2 24 

Description: Data listing novel viruses from wildlife and their wildlife host. Data also describes the 25 
prioritized surveillance target wildlife hosts as predicted by network prediction models.  26 

File name: Supplementary Data 3 27 

Description: Data file listing available GenBank accession numbers for novel PREDICT viruses used in 28 
the study to generate network predictions. 29 

File name: Supplementary Data 4 30 

Description: FASTA file with nucleotide sequences for novel PREDICT viruses used in the study to 31 
generate network predictions for which GenBank accession numbers are not available currently. 32 
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