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snp/p/or/ maf/info  directions
a.rs3808581/9.89e-13/1.07 /0.20/1.000 / 63-26-0
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snp/p/or/ maf/info  directions
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snp/p/or/ maf/info  directions
a. rs9545047 / 3.43e-10/0.95/0.38 / 1.000 / 63-26-0
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snp/p/or/ maf/info  directions

%‘a a.rs2252074 /1.83e-14/1.06 /0.41/1.000 / 20-69-0
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SCZ_uncond-rs9607782-chr22

snp/p/or/ maf/info  directions
a.rs9607782/1.31e-14/1.08/0.21/1.000 / 72-17-0
b . rs10154646 / 1.72e-11/0.93/0.19 / 1.000 / 25-64-0

. O
. . * e .
M . o e 3o . ., .
. . ° Too o ® L3NS °
o . PR o
. . 2% o oo PR LI
Locioiserzst sna Laeriz s i et

[ I I
40600 41700

Chromosome 22 (kb)

SCZ_cond_rs9607782-rs10154646-chr22

a.rs10154646 / 1.00e+00 / 1.00/0.19 / 1.000 / 25-64-0
b . rs9607782 / 1.00e+00/1.00/0.21/1.000 / 72-17-0

I 1
42400 42800

database: guascatalog Nov_2017.1ptx, refGene tx Aug_2017.out

snp/p/or/ maf/info / directions

p=50e-08

— 40

[ I I
40600 41000 41700

Chromosome 22 (kb)

I 1
42400 42800

database: guiascatalog.Nov_2017.1p x, refGene . Aug_2017.out

Recombination rate (cM/Mb)

Recombination rate (cM/Mb)

Observed (-logP)

14

12

10

SCZ_cond_rs9607782-chr22

snp/p/or / maf/info  directions
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SCZ_uncond-rs9636107-chrl8

snp/p/or/ maf/info  directions
a.rs9636107 / 1.92e-13/0.94 / 0.46 / 1.000 / 35-54-0

b . rs12969453 / 1.61e-12/0.95/0.44 / 1.000 / 66-23-0
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snp/p/or / maf/info  directions
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SCZ_cond_rs9636107-rs12969453-rs78322266-rs72934602—chr18

snp/p/or/ maf/info  directions
a.rs12969453 / 1.00e+00 / 1.00 / 0.44 / 1.000 / 66-23-0
b . rs72934602 / 1.00e+00 / 1.00 / 0.07 / 1.000 / 29-52-8
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SCZ_uncond-rs12883788-chr14 SCZ_cond_rs12883788-chrl4
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SCZ_uncond-rs8055219—-chrl16

|1 EIO.8EIOv6I0.4EID.2EIO.1|

snp/p/or/ maf/info  directions
a.rs8055219/6.85e-13/1.07 /0.21/1.000 / 66-23-0
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