
Regional plot of cg00676801
Chromosome 2
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Regional plot of cg03038262
Chromosome 11
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Regional plot of cg22862003
Chromosome 21
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Regional plot of cg08122652
Chromosome 3
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Regional plot of cg07839457
Chromosome 16
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Regional plot of cg03607951
Chromosome 1
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Regional plot of cg18533225
Chromosome 22
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Regional plot of cg08926253
Chromosome 11
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Regional plot of cg14750551
Chromosome 3
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Regional plot of cg11702942
Chromosome 8
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Regional plot of cg07285983
Chromosome 1
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Regional plot of cg00533183
Chromosome 6
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Regional plot of cg08122652
Chromosome 3
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Regional plot of cg04788999
Chromosome 1
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Regional plot of cg04927537
Chromosome 17
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