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Gene name

Npnt
Gsto1
Mrtfa
Ank2
Slc10a6
Epn2
Plvap
Pdzd2
Pedh17
Sox7
Ace
Mettl24
Pedh1
Adamts|2
Gpr182
Krt15
Gramd1ic
Lnpep
Mprip
Rhox5
Serpinb10
Nap1I5
Cyp2a1
Np4
RatNP-3b
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7.86
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FDR
0.0000
0.0773
0.0505
0.0268
0.0226
0.0268
0.0773
0.0419
0.0358
0.0457
0.0113
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0.0967
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0.0128
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0.0037
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0.0013
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0.0000
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Supplemental Figure Legend

Supplemental Fig. 1

WJ-MSC EVs modulate lung angiogenic pathways

RNA-seq analysis of lungs from rats at P14 after exposure to room air (RA), hyperoxia placebo
(PL), or hyperoxia WJ-MSC EVs show induction of pro-angiogenic pathways and processes in
EV-treated rats relative to hyperoxia PL. (A) Principal component analysis shows clear
separation of RA PL from hyperoxia exposed rats with partial overlap between hyperoxia PL
and hyperoxia WJ-MSC EV rats. (B) Heatmap of differentially expressed transcripts show
clustering of samples by treatment group. Hyperoxia PL animals showed 2741 differentially
expressed transcripts compared to RA PL. Comparison of hyperoxia PL and hyperoxia WJ-MSC
EV animals revealed 77 differentially expressed transcripts. (C) Top differentially expressed
transcripts between hyperoxia WJ-MSC EVs and hyperoxia PL rats. (D) Gene set enrichment
analysis of differentially expressed genes between hyperoxia PL and hyperoxia WJ-MSC EV
rats shows induction of angiogenic processes and calcium metabolism. (E) Gene networks of

induced genes associated with vascular development and remodeling.



