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Supplementary Figure 5
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10
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Supplementary Figure 11
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Supplementary Figure 12
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Supplementary Figure 13
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Supplementary Figure 14
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Supplementary Figure 16
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Supplementary Figure 17
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Supplementary Table

Bmal1-Fw 
Bmal1-Rv 
Dbp-Fw 
Dbp-Rv 
Rev-erbα-Fw 
Rev-erbα-Rv 
E4bp4-Fw 
E4bp4-Rv
Clock-Fw 
Clock-Rv 
Rps29-Fw 
Rps29-Rv

Primer name Sequence (5’ to 3’)
GCAGTGCCACTGACTACCAAGA
TCCTGGACATTGCATTGCAT
AATGACCTTTGAACCTGATCCCGCT
GCTCCAGTACTTCTCATCCTTCTGT
CGTTCGCATCAATCGCAACC
GATGTGGAGTAGGTGAGGTC
GTCTTCTGATGGGGAAGACG
TCCACTGGAGAATGGATGG
CCTATCCTACCTTGGCCACACA
TCCCGTGGAGCAACCTAGAT
TGAAGGCAAGATGGGTCAC
GCACATGTTCAGCCCGTATT

Bmal1-ΔRRE-sgRNA1
Bmal1-ΔRRE-sgRNA2
Bmal1-KO-sgRNA1
Bmal1-KO-sgRNA2
Cry1-KO-sgRNA1
Cry1-KO-sgRNA2
Cry2-KO-sgRNA

sgRNA name

Table S2. Primer sequences for qRT-PCR

Table S1. sgRNA sequences
Guide sequence
GAGCGGATTGGTCGGAAAGT
GGGAAGGCAGAAAGTAGGTC
GTAAACTCACCGTGCTAAGGA
GAACACGTAACCCTAAGTGAC
GAGCGGATGGTGTCGGCGCCC
GTTGGAAGAGCCGGCGAACC
GTCCGCGCCCATCGATTGCG


