Supplemental Figure 2

Proximal del

” & @ Ig translocation
e &  Non-Ig insertion
5. e & © Nonig translocation
® Complex deligain
1 @ Iginsertion
9: L]
2 o0 °
”
. . e @O
s %
_ : o
B
3 . o
3 \ g 4 PY
¢ / @ EE:;EE:itoc-Bb5sc:ioBz:c:BB
o & 2 2 38 2 ¢k %z 88 g 99 @< &< 463 s 8
" % W 8§ 8°88a"z§E 3 3 22 =38 -
® o z (S
o '/’/’fﬂ" m e partner
gy ] s 1 %a“%
C wn tee A
MYC
23 L] L]
2 ° ° ° ° °
21 o
2 o0 ° ° o e
19 ° ° ° e o count
18: L ] 2 o
17 ° o o ° o o ° )
@ ® ® Proximal del.
@ Ig translocation
18 ° . ° - ® ® @ Non-lg insertion
14 ° @ Non-Ig translocation
13 . ° ® Complex del/gain
512 o e o0 ° ° ° @ (ginsertion
" L ] L] e o L] L]
10 ° ° ° °
o ° ° °
° ° . o o ° oo e o
° ° ° °
° ° o o o o o o
L] L] L] L]
e o ° °
[ ] LN ] L] L] L] L] L]
e o ° o o o o
° ° ° X o ° ° ° ° o oo
GO "o F 6360°°8 & Taon o §n_ g boc T gﬁgg"’ﬁﬁjw G oage ar FERSRRNG

partner

Supplemental Figure 2: MYC abnormality subgroups and partner genes. A. Circos plot depicting each MYC SV in relation to chromosomal location. Bubble plots for MYC
rearrangement partners. Gene name (x axis) is plotted by chromosome (y axis). Rearrangement frequencies are indicated with circle size, and rearrangement group by color (see

legend). MYC genes with 2 or more partners are indicated in B and genes with only one partner is indicated in C. Chr23 represents chromosome X and no rearrangements involving
chromosome Y were detected.



