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Validation

The remaining data are available within the Article, Supplementary Information or Source Data file.

For single cell analysis, sample size was determined by the availability of patient samples. For in vitro studies, we used empirical n=3
replicates. Based on large effect size we observed in in vitro studies, we determined that for in vivo study, n=6 can achieve a statistic power of
0.8 to detect difference between groups using two-sided t-test at significance of 0.05 at any time points.

For single cell analysis, cells were filtered from downstream analysis with the criteria of < 200 genes or > 6000 genes detected and > 0.1
fraction of mitochondrial gene.

All experiments in this study were repeated at least 3 times. All replicates showed similar results.

All mice and cell culture experiments were randomly assigned to treatment groups.

Blinding was performed during data collection and data analysis for single cell experiments Quantification of IHC and IF was performed blindly.

For multiplex IF:

anti-human TAGLN, abcam (ab14106): 1ug/ml

anti-human MDK, abcam (ab52637): 1:100

anti-human CTSK, boster (PB9856): 0.5ug/ml

For IHC:

anti-human CD68 (clone PG-M1), Dako (M0876): 1:100

anti-human CD3 (clone F7.2.38), Dako (A0452): 1:50

anti-human CD31(clone JC70A), Dako (M0823): 1:50

For Nanostring IF:

anti-human a-SMA (clone 1A4), invitrogen (53-9760-82), 1:400

anti-human CD68(clone KP1) , Santa Cruz (sc-20060AF594), 1:400

anti-human CD3e (clone UMAB54), Origene (UM500048): 1:200

anti-human TAGLN, abcam (ab14106): https://www.abcam.com/TAGLNTransgelin-antibody-ab14106.html?gclsrc=aw.ds%
7Caw.ds&gclid=CjwKCAjw7vuUBhBUEiwAEdu2pOnBfZ3n9lhjl0L1f7nPGLTz7s3THvhBT8mdRU6gt3Ic9SKLkQD9BxoC0d0QAvD_BwE.
The antibody was validated by the manufacturer for western blotting, immunohistochemistry and immunofluorescence. Positive
control: WB: Human primary smooth muscle cells; HeLa whole cell lysate; Mouse colon tissue lysate; Rat colon tissue lysate. ICC:
HeLa cells; mouse muscle cells.

anti-human MDK, abcam (ab52637): https://www.abcam.com/midkine-antibody-ep1143y-ab52637.html. The antibody was validated
by the manufacturer for western blotting, immunohistochemistry, immunofluorescence, immunoprecipitation, and flow cytometry.




