Elevated plus maze

Percent time in open arms Means + SEM Unpaired t-test with Holm-Sidék correction
WT HET tratio df p value
Control males 2591 + 478 2631 * 312 0.06472 17 0.964152
ELSD males 24.98 + 4.98 2319 * 537 0.2429 19 0.964152
PASD males 33.40 + 6.84 38.49 =+ 2386 0.6866 14 0.877635
Control females 17.69 + 1.94 2249 =+ 6.21 0.8093 16 0.43021
** ELSD females 23.83 + 275 36.56 =+ 2.13 351 16 0.008685
# PASD females 3275 + 4.40 46.10 + 4.40 2148 22 0.084182
Percent open arm entrances Means + SEM Unpaired t-test with Holm-Sidék correction
WT HET tratio df p value
Control males 36.04 + 347 3451 =+ 228 0.3363 17 0.766385
ELSD males 32.95 + 240 3021 294 0.7133 19 0.766385
PASD males 37.13 + 5.02 4175 £ 113 0.8985 14 0.766385
Control females 31.08 + 331 3161 =+ 177 0.1317 16 0.896834
#ELSD females 34.55 + 241 4338 + 241 2557 16 0.061947
PASD females 37.20 + 293 4244 + 287 128 22 0.38217

Open field test

Total distance traveled (cm) Means + SEM Unpaired t-test with Holm-Sidék correction
wT HET tratio df p value
Control males 6117.64 + 519.83 6812.57 + 407.81 0.9489 16 0.356784
** ELSD males 7675.30 + 687.29 5211.27 + 478.36 2.988 19 0.022514
PASD males 740225 + 584.49 6329.25 + 167.60 1.765 14 0.188948
Control females 5804.90 + 505.58 6679.00 + 458.05 125 16 0.405805
ELSD females 6831.00 + 846.82 6798.75 + 530.14 0.03132 15 0.975429
PASD females 8946.58 + 845.93 6863.42 + 480.23 2142 22 0.125066
Prepulse inhibition
Percent startle inhibition Means + SEM 2-way ANOVA Sidak's multiple comparisons test
Control males wr HET Factor 9% variation F(DFn, DFd) p value
Startle tone (dB) 74 12.27 + 1157 13.05 * 6.73 dB x gtype 0.2831 F (4, 68) = 0.2549 0.9057 - -
78 55.21 + 330 4898 + 4.62 dB trial 65.31 F (1.569, 26.67) = 58.81 <0.0001
82 65.48 + 3.92 66.49 + 3.60 genotype 0.2335 F(1,17)=0.3079 0.5862
86 76.72 + 3.58 72.65 + 3.66 subject 129 F(17,68) = 2.733 0.0018
90 8145 + 293 75.70 * 3.05
ELSD males wT HET Factor % variation F(DFn, DFd) p value dB Adjusted p value
74 28.69 + 5.09 18.16 =+ 9.87 dB x gtype 0.2965 F (4, 76) = 0.4587 0.7658 74 0.8913
78 65.11 + 3.87 46.78 + 8.62 dB trial 51.84 F(2.234,42.44) = 80.18  <0.0001 78 0.3159
82 7892 + 275 59.67 + 6.59 genotype 8.412 F(1,19) =5.847 0.0258 82 0.0869
*86  84.00 + 270 67.71 + 3.89 subject 27.34 F (19, 76) = 8.902 <0.0001 86 0.015
90  86.19 + 126 69.75 + 3.98 90 0.0099
PASD males wT HET Factor 9% variation F(DFn, DFd) p value
74 2240 + 747 2541 + 1032 dB x gtype 2183 F (4,56) = 2.374 0.063 - -
78 4278 + 839 66.73 + 6.99 dB trial 47.33 F (1.909, 26.72) =51.48  <0.0001
82 63.65 + 8.94 73.04 532 genotype 2788 F(1,14)=1121 0.3077
86 67.36 + 745 77.08 + 523 subject 34.83 F (14, 56) = 10.82 <0.0001
90 76.48 + 587 76.74 + 4.15
Control females wT HET Factor 9% variation F(DFn, DFd) p value
74 25.86 + 7.56 2838 * 530 dB x gtype 126 F (4, 64) = 1.107 0.3609 - -
78 62.79 + 391 52.80 + 6.68 dB trial 53.81 F (2.093, 33.48) = 47.29 <0.0001
82 68.70 + 3.54 57.49 + 599 genotype 174 F(1,16) = 1.209 0.2879
86 71.20 + 3.64 67.46 =+ 3.28 subject 23.03 F (16, 64) = 5.060 <0.0001
90 74.65 + 3.01 68.21 =+ 4.64
ELSD females wT HET Factor 9% variation F(DFn, DFd) p value
74 3028 + 10.84 1198 =+ 9.72 dB x gtype 1577 F(4,64) = 1.896 0.122 - -
78 5981 + 621 6011 + 513 dB trial 5154  F(1553,24.85)=6194 <0.0001
82 6680 + 662 67.88 + 580 genotype 07215 F (1, 16) = 0.3407 05676
8 7805 + 3.90 7246+ 6.42 subject 33.88 F (16,64) = 10.18 <0.0001
90 7742 473 7584 + 505
PASD females wT HET Factor 9% variation F(DFn, DFd) p value dB  Adjusted p value
74 4156 + 821 1148+ 6.32 dB xgtype 3.45 F (4,88) = 4.895 00013 74 0.0423
78 6463 + 336 5928 + 3.20 dB trial 5059  F(1.363,20.98)=8456 <0.0001 78 0.7797
82 7393 + 315 6539 + 347 genotype 5679 F(1,22)=7.916 00101 82 0.3489
8 8034 + 170 7293 + 314 subject 15.78 F (22, 88) = 4.072 <0.0001 86 0.2303
90 8307 + 188 7545 + 2.69 90 0.1472
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