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5.9 94.1/90.6 9.4
% of proteins

recruiting peptides
per Site

5.3 85.7 8.9% of all proteins (n=899)
recruiting peptides

cSite (MAG proteomic abundance)
anosim: (p=0.331, R=0.007867) anosim: (p=0.2, R=0.05187)

Depth (MAG proteomic abundance)

Site Depth

stress: 0.0979343
Linear fit R2= 0.973


