B C
100 |100
1 1
z0TU1 >!99.5 5 995 6S rRNA gene (1)
2 b=
20TU2 £ o 20TU7 g 9% 165 rRNA gene (2)
S 985 2985
zOTU10 ES Rlog
98 20TUS 16S rRNA gene (3)
z0TU11
16S rRNA gene (4)
z0TU13 z0TU16
16S rRNA gene (5)
zOTU15
z0TU17
,0TU18 16S rRNA gene (6)
E. acroporae Acr-14" Ca. E. penghuensis 4G 165 rRNA gene (7)
(16S rRNA gene (1))
D
Tree scale: 0.01 ———————
Endozoicomons acroporae Acr-14T (outgroup)
Ca. E. penghunesis 4G 16S rRNA gene (3)
Ca. E. penghunesis 4G 16S rRNA gene (2)
Ca. E. penghunesis 4G 16S rRNA gene (4)
Ca. E. penghunesis 4G 16S rRNA gene (5)
Ca. E. penghunesis 4G 16S rRNA gene (7)
Ca. E. penghunesis 4G 165 rRNA gene (1)
Ca. E. penghunesis 4G 16S rRNA gene (6)
100
100.00 | 99.08 | 99.09 | 81.29 | 85.42 | 78.77 | 77.88 | 77.37 | 77.34 | 77.38
95
99.08 |100.00 | 99.97 | 81.42 | 85.42 | 78.81 | 77.41 | 77.43 | 77.15 | 77.67
920
99.09 | 99.97 (100.00 | 81.40 | 85.38 | 78.73 | 77.52 | 77.47 | 77.38 | 77.71
85
81.29 | 81.42 | 81.40 (100.00 | 86.14 | 78.53 | 78.25 | 78.11 | 78.37 | 78.36
80
85.42 | 85.42 | 85.38 | 86.14 |100.00 | 79.17 | 77.95 | 77.77 | 77.73 | 78.04
ANI
78.77 | 78.81 | 78.73 | 78.53 | 79.17 [100.00 | 77.73 | 78.29 | 77.74 | 78.81
77.88 | 77.41 | 77.52 | 78.25 | 77.95 | 77.73 (100.00 | 78.82 | 79.18 | 78.64
77.37 | 77.43 | 77.47 | 78.11 | 77.77 | 78.29 | 78.82 |100.00 | 80.87 | 80.86
77.34 | 77.15 | 77.38 | 78.37 | 77.73 | 77.74 | 79.18 | 80.87 |100.00 | 81.22
77.38 | 77.67 | 77.71 | 78.36 | 78.04 | 78.81 | 78.64 | 80.86 | 81.22 (100.00
m m m m m m m m m o
T § § & 3 § ¥ § & m
S S 3 3. Q, S 3
T % 3 g 3 s 3 3 3 2
S S S S R § 3 8 8 g
s s s Q s <3 S & ® =
o ® ? Q g 3 3 o
> > > N > ® 8 2 e
o 2 2 ° s 2 o T 3
g = O s & oz & 3
= 173 S n
- 4] o
& ¢ 8
N o
=
c
=3
&,
2
()



