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Supplemental Figure 2: relative deuterium uptake plots for all peptides identified through HDX-
MS on WT and W215A/E217A thrombin in the presence and absence of TM456. The red and 
orange curves are the results from W215A/E217A thrombin in the absence and presence of 
TM456 respectively, and the black and grey curves are WT thrombin in the absence and 
presence of TM456 respectively. Each HDS timepoint was run in triplicate, and error bars are 
shown. 
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