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Life sciences study design
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Sample size was calculated using N-query 6.0 with 80% power and 0.05 one-sided type I error to detect ~20% difference between mutant and
control groups. Pilot studies were conducted to estimate sample size and calculate power of study.

No data were excluded.

Authors confirm that data replication was successful. Experiments were conducted with calculated sample size for two or three times to
ensure reproducibility. These independent experiments were combined when possible. Authors always had more than 3 samples for histology
or immunohistochemistry to replicate results.

Authors randomly allocated animals to experimental and control groups to make the experimental groups as similar as possible in all
respects. In particular, the authors measured mouse body weight before the beginning of the experiment to make sure there is no weight
difference between control and experimental groups. Other samples are also randomly allocated into appropriate experimental groups.

Investigators were blinded to analysis whenever it is available. Immunohistochemistry images were quantified by non-study participants to
reduce a possible bias. Blinding was used for animal data collection and analyses.

BrdU (Sigma, B2531), Caspase3 (CST, #9661), CD11b (Biolegend, #101206), CD4 (BD Biosciences, #553650), CD8 (BD Biosciences,
#552877), F4/80 (eBiosciences, #14-4801-82), Gr-1 (Biolegend, #108408), K-19 (DSHB, #TromaIII), Ki67 (Vector lab, #VP-RM04), Ki67
(Invitrogen, #14-5698-92), Myeloperoxidase (Thermo Fisher, #RB-373-A0), NF-$B2 (CST, #4882), NIK (Abcam, #ab191591), NIK
(Abcam, #ab203568), p85 (generated by lab), "SMA (Sigma, A5228), TRAF2 (CST, #4712), TRAF3 (CST, #4729), cIAP1 (CST, #4952),
cIAP1 (Abclonal, #A0866), cIAP2 (Santa Cruz, sc-7944), cIAP2 (Abclonal, #A0833), #-actin (Abclonal, #AC206), HNF4" (Santa Cruz,
sc-8987), Akt (CST, #4691), pAKT (Ser473) (CST #4060), IKK" (CST, #2682).

Manufacturer's websites state all the antibodies are verified in terms of specificity, sensitivity, and reproducibility by following
methods: Analysis of a large panel of cell lines with known target expression levels, Treatment of cells with appropriate kinase-
specific activators and/or inhibitors, Phosphatase treatment, Correct subcellular localization or treatment-induced translocation,
Comparison of results with antibody and isotype control to ensure acceptable signal-to-background ratio, Target-specific signal
verified in transfected cells or knockout cells. Blocking with antigen peptide to confirm elimination of specific signal, Side-by-side
comparison of a new lot with previous lots to ensure lot-to-lot consistency.

ATCC

None of cell lines was authenticated.
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