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Supplementary Figure S1. Levels of EPN-2, TPP1, HNRNPD, but not MFGES8 are
reduced upon expression of CTSW. (A-B) Original blots from figure 2E are shown. Blots
were first stained against the tag of the candidates (top blots), then for CTSW and GAPDH
(lower blots). Blots in (B) contain four lanes in the middle that are not relevant to data
shown in figure 2E. (C) Band intensities for the target proteins were quantified from
multiple independent blots, normalized to GAPDH levels and are given relative to the
GFP-expressing control. Grey bars depict relative intensities from GFP-expressing cells
(set to 1), red bars show relative intensities for CTSW-expressing cells. Black dots
represent results from mock infected cells, white dots from infected cells. Error bars

display standard deviation.



