Figure S6

A

CD4SP
INTERFERON_ALPHA_RESPONSE INTERFERON_GAMMA_RESPONSE DNA_REPAIR
0.6 0.5 0.5 _
53 NE:B=2.07 s |'=\IDE: . SZSE 4
EY FDR q=0 FDR q=0 g=3.
Ss
o o 0 0
(L LI NIRRT 0T L g 0 AT
Ess2f i Positively correlated Esszﬂ/ﬂ Positively correlated Esszﬂ/ﬂ Positively correlated
Disease CD4-T and B cells . Disease CD4+CD8+ T cells HCV Disease CD4-T and B cells
r=0.509 r=0.534 (] r=0.452 ®
“p = 1.90e-04 ° o." i p=2.38e-03 Y P p= 1.13e-03 ®
. ™
=N . oo
%) < 2}
< .. o <
w o (@]
~
°
°
ESS2
Mixed Crohn disease Disease CD4+CD8+ T cells HCV Disease CD4+CD8+ T cells HCV
“|r=0.457 N 8 Tr=-0472 “lr=-0.495
,|p = 7.48e-03 p =8.40e§3 ® 1 p=5.38¢-03 ¢
° ° { [} L) 100 i °
3 .
< - ) @
< ]
. 8 [a\] a
[ (] ~ A
o . ° < - X
e o o 5 s.
. . y
°
ESS2 ESS2
Figure S6.

A, Other gene sets positively correlated by a GSEA analysis in CD4SP cells (related to Fig. 5B). B,
Correlation between human ESS2 levels and genes identified in a GSEA analysis using the R2
database (related to Fig. 5C). Used data sets are shown in each graph.



