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Exon1l —| <

50.6

[ | lini RN . 1 P

[0-12] I].D.]. Ialg
n20

IVS 1

Reference Sequence

CAGGGGGTGATCAA%TACATGGGGCCGGCAQBTGAGGGCCGGGACGGCGCGTGCTGGGGAGGGACCCGGGGCCTTGTGGCGCGGCTCCTTTCCCCﬂCTCAC‘AGAGTGGGC(%TGAGCAG

SpliceSiteFinder-like | [0-100]

MaxEntScan
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Mutated Sequence

CAGGGGGTGATCAA‘STACATGGGGCCG‘SCA&TGAC‘}GCCGGGACGGCGCGTGCTGGGGAGGGACCCGGGGCCTTGTGGCGCGGCTCCTTTCCCCﬁCTCA%GAGTGGGC&TGAGCAG

SpliceSiteFinder-like | [0-100]

MaxEntScan
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CTATCAGEGTATAAATCAA
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Reference Sequence GCTGTCCCCTCACGCTT CCCCAEATTT CTTATA%T GTCTGTGAT CAAAGTTTTGGGATTCATGTTGCAGAGCTTGCTAATTTCCCT AA@ATET AAT AGAL
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SpliceSiteFinder-like | [0-100]
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Reference Sequence

TCCTGTTCTCTT CA(%SAAG‘ST CTGATACCCGGCTCCCAGITTTGGGATGCATCCAAAACTTTGAGAACTCTCCTTGAGEAAGAATATTTTAGGGAAAAGCT AAGT GATGGCATTGGGGT,
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Mutated Sequence

TCCTGTTCTCTT CA(%EAAG‘ET CTGATACCCGGCTCCCAGITTTGGGAT GCATCCGAAACTTTGAGAACTCTCCTTGAGEAAGAATATTTTAGGGAAAAGCT AAGT GATGGCATTGGGGET
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ATATATATATATATATATTTTTTTTTTTTTTTTTTTTTAATA(EC*\CTTT GCTACCAGGACTTGCTGGCCCCTCT GGGGAGAT GGTTAAAT CCACAACAAGICTGACCTCGTCTT
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TTCCCGGGAACAGAAGCTTGATGCATTTCTGCAGLCTCTGAGCAAACCCCTGT CCAGT CAGCCCCAGGCCATTGTCACAGAGGAT AAGACAGATATTTCTAGTGGCAGGGCTAGGCAGC

SpliceSiteFinder-like
L]

MaxEntScan

SpliceSiteFinder-like | [0-100]

MaxEntScan

f0-100 I H GS'L” H H

1] 0.y= [}

e |
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TTCCCGGGAACAGAAGCTTGATGCATTTCTGCAGLCTCT GAGCAAACCCCTGTCCAAT CAGLCCCAGGCCATTGTCACAGAGGAT AAGACAGATATTTCTAGTGGCAGGGCTAGGCAGC
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