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Supplementary Figures 

 

 

Supplementary Figure S1: The scatter plots of drought tolerance related traits showing relationship between Ludhiana and Faridkot locations. 

FDK, Faridkot; LDH, Ludhiana. 



 

Supplementary Figure S2: The scatter plots of root-related traits showing relationship between Ludhiana and Faridkot locations. FDK, Faridkot; 

LDH, Ludhiana. 

 



 

Supplementary Figure S3: Genomic regions with QTLs for morphological and physiological traits. For traits evaluated at Faridkot. (A) QTLs 

for days to germination (DG), days to flowering initiation (DFI), days to 50% flowering (DFF), days to 100% flowering (DHF), Number of pod 

per plant (NPP), and 100-seed weight (HSW) were mapped on CaLG02; while (B) QTL for membrane permeability index (MPI) was mapped on 

CaLG07. (C) QTLs for days to germination (DG), Number of pod per plant (NPP), biomass per plant (BIO), yield per plant (YLD), and 100-seed 

weight (HSW) were mapped on CaLG07 for Ludhiana.   



 

Supplementary Figure S4: Genomic regions with QTLs for root-related traits. QTLs for root-shoot ratio (RSR) mapped on (A) CaLG02 and (B) 

CaLG06. (C) QTL for root length density (RLD) mapped on CaLG07.  


