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S5 Fig. Predicted CHREBP and NF-kappa B DNA binding motifs upstream of the mouse and human ACSL1 genes.

The Eukaryotic Promoter Database tool was used to predict putative binding sites for CHREBP (red rectangles) and NFkB (blue
triangles) 2Kb upstream of the mouse and human promoter using the transcription factor motifs present in the Jaspar database. The P-
value used for the motif prediction was p<0.001.





