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Additional file 10 Figure S30 Array: SNP50V3; Target set: Global Array: SNP50V3; Target set: African
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Additional file 10 Figure S31 Array: ANGGS; Target set: Global Array: ANGGS; Target set: African
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Additional file 10 Figure S32 Array: BOVG50V1; Target set: Global Array: BOVG50V1; Target set: African
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Additional file 10 Figure S33 Array: GGPIND35; Target set: Global Array: GGPIND35; Target set: African
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Additional file 10 Figure S34 Array: GGPLDV4; Target set: Global Array: GGPLDV4; Target set: African
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