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Figure S1. Immunohistochemical staining patterns of ACE2 in normal tissues and 

COVID-19 affected brain based on independent antibodies. Representative images 

corresponding to three different brain regions and three control tissue types based on 

consecutive sections stained with two independent antibodies; AMAb91262, Atlas Antibodies 

AB and MAB9331, R&D Systems. Based on both antibodies, ependymal cells (black arrows), 

and endothelial cells of choroid plexus (double arrows) stained in both normal and COVID-19 

affected brain samples, while expression in other endothelial cells (black needle) was only 

observed in Patient 1 and 2. In the positive controls, both antibodies showed distinct staining in 

proximal tubules of kidney and microvilli of enterocytes in small intestine, while no staining 



was observed neither in squamous epithelial cells nor immune cells in tonsil that served as 

negative control.  
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Figure S2. Immunohistochemical staining patterns of ACE2 in glioma. (A) Staining pattern 

in a COVID-19 affected glioblastoma sample. A subset of endothelial cells were distinctly 

positive within the tumor cell compartment (black arrows), but not in endothelial cells of 

adjacent non-neoplastic white matter (black needles). Left image represents tumor tissue, while 

middle image shows the transition zone between tumor cells (left part of the image) and non-

neoplastic tissue (right part of the image). Right image represents normal histology. (B) 

Examples of staining patterns in three different non-COVID-19 affected glioma samples stained 

with two independent antibodies; AMAb91262, Atlas Antibodies AB and MAB9331, R&D 

Systems. Endothelial cells (black arrows) were positive in one individual only (left images).  
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Table S1. Overview of the patient characteristics for the four patients included in the study that were 
affected by COVID-19.
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Table  S2. Overview of the number of samples and sample type for all tissues included in the 

study.


