Age > 65 Age=<65
High risk Law rizk. High nisk Lo risk
1.00 1.00
Z Z
F075 Z075
o o
2 3
2 <4
&050{ ---- ) 5050
] K]
Z : =
025 : £ 025
@ p=013 ! a p=00043
0.00 ' 0.00
[} 6 § 12 0 6 [ 12
Time(years) Time{years)
Number at risk Number at risk
1133 38 11 4 0 88 18 4 1 1
1128 25 5 1 i {94 24 7 4 o
0 El 12 Q 3 6 9 12
Time(ysars) Time({years)
Female Stage 1-11
High risk < Low risk igh risk < Low risk
1.00 1.00
=y =
5075 Z 075
o @
E=3 o
[ 2
5050 B050{ mmmmmmmmmm el
2 2 1
z 2 1
2951 p=0012 2% p=0a |
i
0.00 0.00 i
[} 3 6 [ 12 [ 3 [ [ 12
Time(years) Time(years)
Number at risk Number at risk
1104 26 [ 4 1 1106 35 9 3 0
1108 24 9 4 i 143 34 8 2 i
0 § 12 0 3 12

6
Time(years)

[
Time(years)

Male

High risk.

Low rigk

~ E=}
a S

Survival probability
=
S

0.25
0.00 "
0 3 6 ] 2
Timeiyears)
Number at risk
(117 30 9 1 0
(114 25 3 1 2
0 3 8 [ 12
Time(years)
Stage TTI-1V
High risk <+ Low fisk
1.00
z
F 075
E
|
80507 =---nnnn = = - 1
2 -
€025 : H
[7] p=0.042 | H
1 1
0.00 . .
o 3 s § 2
Time(years)
Number at risk
[115 2 5 2 f
i 15 4 3 0
0 3 8 [ 2

Time(years)

Supplementary Figure S1 | KM survival curves of COAD patients stratified by age,

gender, and stage.
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Supplementary Figure S2 | Validation of the glycolysis- and lactate-related gene
prognostic signature in GSE17536 (A) and GSE39582 (B).
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Supplementary Figure S3 | (A, B) An analysis of the glycolysis- and lactate-related
gene prognostic signature using univariate (A) and multivariate (B) Cox regression. (C,
D) DCA (C) and CIC (D) of the nomogram.
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Supplementary Figure S4 | (A) Relationships between the glycolysis- and lactate-
related gene prognostic signature and CYT activity score. (B) Relationships between
the glycolysis- and lactate-related gene prognostic signature and the TMB.
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Supplementary Figure S5 | Representative immunohistochemistry images
glycolysis- and lactate-related genes from the Human Protein Atlas database.
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